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CTTACTGGCTTATCGAAATTAATACGACTCACTATAGGGAGACCCAAGCTGGCTAGTTAAGCTTGGTACCGAGCTCGGATCCACTAGTCC

CTTACTGGCTTATCGAAATTAATACGACTCACTATAGGGAGACCCAAGCTGGCTAGTTAAGCTTGGTACCGAGCTCGGATCCACTAGTCCZE11-M28454-G0239282-1_    N-5.ab1(1>788)
TTAAGCTTGGTACCGAGCTCGGATCCACTAGTCCG0239282-1.seq(1>816)
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AGTGTGGTGGAATTCTGCAGATATCCAGCACAGTGGCGGCCGCTCGAGTCTAGAATGGCTAGCAAAGGAGAAGAACTTTTCACTGGAGTT

AGTGTGGTGGAATTCTGCAGATATCCAGCACAGTGGCGGCCGCTCGAGTCTAGAATGGCTAGCAAAGGAGAAGAACTTTTCACTGGAGTTZE11-M28454-G0239282-1_    N-5.ab1(1>788)
AGTGTGGTGGAATTCTGCAGATATCCAGCACAGTGGCGGCCGCTCGAGTCTAGAATGGCTAGCAAAGGAGAAGAACTTTTCACTGGAGTTG0239282-1.seq(1>816)

AGAATGGCTAGCAAAGGAGAAGAACTTTTCACTGGAGTTZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780)
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GTCCCAATTCTTGTTGAATTAGATGGTGATGTTAATGGGCACAAATTTTCTGTCAGTGGAGAGGGTGAAGGTGATGCTACATACGGAAAG

GTCCCAATTCTTGTTGAATTAGATGGTGATGTTAATGGGCACAAATTTTCTGTCAGTGGAGAGGGTGAAGGTGATGCTACATACGGAAAGZE11-M28454-G0239282-1_    N-5.ab1(1>788)
GTCCCAATTCTTGTTGAATTAGATGGTGATGTTAATGGGCACAAATTTTCTGTCAGTGGAGAGGGTGAAGGTGATGCTACATACGGAAAGG0239282-1.seq(1>816)
GTCCCAATTCTTGTTGAATTAGATGGTGATGTTAATGGGCACAAATTTTCTGTCAGTGGAGAGGGTGAAGGTGATGCTACATACGGAAAGZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780)

280 290 300 310 320 330 340 350 360

CTTACCCTTAAATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAACACTTGTCACTACTTTCTCTTATGGTGTTCAATGCTTT

CTTACCCTTAAATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAACACTTGTCACTACTTTCTCTTATGGTGTTCAATGCTTTZE11-M28454-G0239282-1_    N-5.ab1(1>788)
CTTACCCTTAAATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAACACTTGTCACTACTTTCTCTTATGGTGTTCAATGCTTTG0239282-1.seq(1>816)
CTTACCCTTAAATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAACACTTGTCACTACTTTCTCTTATGGTGTTCAATGCTTTZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780)

370 380 390 400 410 420 430 440 450

TCCCGTTATCCGGATCATATGAAACGGCATGACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAACGCACTATATCTTTCAAA

TCCCGTTATCCGGATCATATGAAACGGCATGACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAACGCACTATATCTTTCAAAZE11-M28454-G0239282-1_    N-5.ab1(1>788)
TCCCGTTATCCGGATCATATGAAACGGCATGACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAACGCACTATATCTTTCAAAG0239282-1.seq(1>816)
TCCCGTTATCCGGATCATATGAAACGGCATGACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAACGCACTATATCTTTCAAAZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780)

460 470 480 490 500 510 520 530 540

GATGACGGGAACTACAAGACGCGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATCGTATCGAGTTAAAAGGTATTGATTTTAAA

GATGACGGGAACTACAAGACGCGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATCGTATCGAGTTAAAAGGTATTGATTTTAAAZE11-M28454-G0239282-1_    N-5.ab1(1>788)
GATGACGGGAACTACAAGACGCGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATCGTATCGAGTTAAAAGGTATTGATTTTAAAG0239282-1.seq(1>816)
GATGACGGGAACTACAAGACGCGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATCGTATCGAGTTAAAAGGTATTGATTTTAAAZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780)
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GAAGATGGAAACATTCTCGGACACAAACTCGAGTACAACTATAACTCACACAATGTATACATCACGGCAGACAAACAAAAGAATGGAATC

GAAGATGGAAACATTCTCGGACACAAACTCGAGTACAACTATAACTCACACAATGTATACATCACGGCAGACAAACAAAAGAATGGAATCZE11-M28454-G0239282-1_    N-5.ab1(1>788)
GAAGATGGAAACATTCTCGGACACAAACTCGAGTACAACTATAACTCACACAATGTATACATCACGGCAGACAAACAAAAGAATGGAATCG0239282-1.seq(1>816)
GAAGATGGAAACATTCTCGGACACAAACTCGAGTACAACTATAACTCACACAATGTATACATCACGGCAGACAAACAAAAGAATGGAATCZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780)

640 650 660 670 680 690 700 710 720

AAAGCTAACTTCAAAATTCGCCACAACATTGAAGATGGATCCGTTCAACTAGCAGACCATTATCAACAAAATACTCCAATTGGCGATGGC

AAAGCTAACTTCAAAATTCGCCACAACATTGAAGATGGATCCGTTCAACTAGCAGACCATTATCAACAAAATACTCCAATTGGCGATGGCZE11-M28454-G0239282-1_    N-5.ab1(1>788)
AAAGCTAACTTCAAAATTCGCCACAACATTGAAGATGGATCCGTTCAACTAGCAGACCATTATCAACAAAATACTCCAATTGGCGATGGCG0239282-1.seq(1>816)
AAAGCTAACTTCAAAATTCGCCACAACATTGAAGATGGATCCGTTCAACTAGCAGACCATTATCAACAAAATACTCCAATTGGCGATGGCZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780)

730 740 750 760 770 780 790 800 810

CCTGTCCTTTTACCAGACAACCATTACCTGTCGACACAATCTGCCCTTTCGAAAGATCCCAACGAAAAGCGTGACCACATGGTCCTTCTT

CCTGTCCTTTTACCAGACAACCATTACCTGTCGACACAATCTGCCCTTTCGAAAGATCCCAACGAAAAZE11-M28454-G0239282-1_    N-5.ab1(1>788)
CCTGTCCTTTTACCAGACAACCATTACCTGTCGACACAATCTGCCCTTTCGAAAGATCCCAACGAAAAGCGTGACCACATGGTCCTTCTTG0239282-1.seq(1>816)
CCTGTCCTTTTACCAGACAACCATTACCTGTCGACACAATCTGCCCTTTCGAAAGATCCCAACGAAAAGCGTGACCACATGGTCCTTCTTZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780)

820 830 840 850 860 870 880 890 900

GAGTTTGTAACTGCTGCTGGGATTACACATGGCATGGATGAGCTCTACAAATAATGAATTAAACCCGCTGATCAGCCTCGACTGTGCCTT

GAGTTTGTAACTGCTGCTGGGATTACACATGGCATGGATGAGCTCTACAAATAATGAATTG0239282-1.seq(1>816)
GAGTTTGTAACTGCTGCTGGGATTACACATGGCATGGATGAGCTCTACAAATAATGAATTAAACCCGCTGATCAGCCTCGACTGTGCCTTZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780)

910 920

CTAGTTGCCAGCCATCTGTTG

CTAGTTGCCAGCCATCTGTTGZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780)


