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CTTACTGGCTTATCGAAATTAATACGACTCACTATAGGGAGACCCAAGCTGGCTAGTTAAGCTTGGTACCGAGCTCGGATCCACTAGTCC

ZE11-M28454-G0239282-1_ N-5.ab1(1>788) —  CTTACTGGCTTATCGAAATTAATACGACTCACTATAGGGAGACCCAAGCTGGCTAGTTAAGCTTGGTACCGAGCTCGGATCCACTAGTCC
G0239282-1.seq(1>816) — TTAAGCTTGGTACCGAGCTCGGATCCACTAGTCC
100 110 120 130 140 150 160 170 180
'EEEENEERE SN REENE RN NI SRR I NN SR NERRERI NN EEERE EE R U ENE SRR E NN RN SRS NERRERA NN NN |
AGTGTGGTGGAATTCTGCAGATATCCAGCACAGTGGCGGCCGCTCGAGTCTAGAATGGCTAGCAAAGGAGAAGAACTTTTCACTGGAGTT
ZE11-M28454-G0239282-1_ N-5.ab1(1>788) —  AGTGTGGTGGAATTCTGCAGATATCCAGCACAGTGGCGGCCGCTCGAGTCTAGAATGGCTAGCAAAGGAGAAGAACTTTTCACTGGAGTT
G0239282-1.seq(1>816) —  AGTGTGGTGGAATTCTGCAGATATCCAGCACAGTGGCGGCCGCTCGAGTCTAGAATGGCTAGCAAAGGAGAAGAACTTTTCACTGGAGTT
ZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780) ¢— AGAATGGCTAGCAAAGGAGAAGAACTTTTCACTGGAGTT
190 200 210 220 230 240 250 260 270
'EEEENEERE SN REENE RN NI SRR I NN SR NERRERI NN EEERE EE R U ENE SRR E NN RN SRS NERRERA NN NN |
GTCCCAATTCTTGTTGAATTAGATGGTGATGTTAATGGGCACAAATTTTCTGTCAGTGGAGAGGGTGAAGGTGATGCTACATACGGAAAG
ZE11-M28454-G0239282-1_ N-5.ab1(1>788) —  GTCCCAATTCTTGTTGAATTAGATGGTGATGTTAATGGGCACAAATTTTCTGTCAGTGGAGAGGGTGAAGGTGATGCTACATACGGAAAG
G0239282-1.seq(1>816) —  GTCCCAATTCTTGTTGAATTAGATGGTGATGTTAATGGGCACAAATTTTCTGTCAGTGGAGAGGGTGAAGGTGATGCTACATACGGAAAG
ZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780)  ¢—  GTCCCAATTCTTGTTGAATTAGATGGTGATGTTAATGGGCACAAATTTTCTGTCAGTGGAGAGGGTGAAGGTGATGCTACATACGGAAAG
280 290 300 310 320 330 340 350 360
'EEEENEERE SN REENE RN NI SRR I NN SR NERRERI NN EEERE EE R U ENE SRR E NN RN SRS NERRERA NN NN |
CTTACCCTTAAATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAACACTTGTCACTACTTTCTCTTATGGTGTTCAATGCTTT
ZE11-M28454-G0239282-1_ N-5.ab1(1>788) —  CTTACCCTTAAATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAACACTTGTCACTACTTTCTCTTATGGTGTTCAATGCTTT
G0239282-1.seq(1>816) —  CTTACCCTTAAATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAACACTTGTCACTACTTTCTCTTATGGTGTTCAATGCTTT
ZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780)  ¢—  CTTACCCTTAAATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAACACTTGTCACTACTTTCTCTTATGGTGTTCAATGCTTT
370 380 390 400 410 420 430 440 450
'EEEENEERE SN REENE RN NI SRR I NN SR NERRERI NN EEERE EE R U ENE SRR E NN RN SRS NERRERA NN NN |
TCCCGTTATCCGGATCATATGAAACGGCATGACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAACGCACTATATCTTTCAAA
ZE11-M28454-G0239282-1_ N-5.ab1(1>788) —  TCCCGTTATCCGGATCATATGAAACGGCATGACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAACGCACTATATCTTTCAAA
G0239282-1.seq(1>816) —  TCCCGTTATCCGGATCATATGAAACGGCATGACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAACGCACTATATCTTTCAAA
ZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780)  ¢—  TCCCGTTATCCGGATCATATGAAACGGCATGACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAACGCACTATATCTTTCAAA
460 470 480 490 500 510 520 530 540
'EEEENEERE SN REENE RN NI SRR I NN SR NERRERI NN EEERE EE R U ENE SRR E NN RN SRS NERRERA NN NN |
GATGACGGGAACTACAAGACGCGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATCGTATCGAGTTAAAAGGTATTGATTTTAAA
ZE11-M28454-G0239282-1_ N-5.ab1(1>788) =  GATGACGGGAACTACAAGACGCGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATCGTATCGAGTTAAAAGGTATTGATTTTAAA
G0239282-1.seq(1>816) —  GATGACGGGAACTACAAGACGCGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATCGTATCGAGTTAAAAGGTATTGATTTTAAA
ZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780)  ¢—  GATGACGGGAACTACAAGACGCGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATCGTATCGAGTTAAAAGGTATTGATTTTAAA
550 560 570 580 590 600 610 620 630
'EEEENEERE SN REENE RN NI SRR I NN SR NERRERI NN EEERE EE R U ENE SRR E NN RN SRS NERRERA NN NN |
GAAGATGGAAACATTCTCGGACACAAACTCGAGTACAACTATAACTCACACAATGTATACATCACGGCAGACAAACAAAAGAATGGAATC
ZE11-M28454-G0239282-1_ N-5.ab1(1>788) —  GAAGATGGAAACATTCTCGGACACAAACTCGAGTACAACTATAACTCACACAATGTATACATCACGGCAGACAAACAAAAGAATGGAATC
G0239282-1.seq(1>816) = GAAGATGGAAACATTCTCGGACACAAACTCGAGTACAACTATAACTCACACAATGTATACATCACGGCAGACAAACAAAAGAATGGAATC
ZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780) ¢—  GAAGATGGAAACATTCTCGGACACAAACTCGAGTACAACTATAACTCACACAATGTATACATCACGGCAGACAAACAAAAGAATGGAATC
640 650 660 670 680 690 700 710 720
'EEEENEERE SN REENE RN NI SRR I NN SR NERRERI NN EEERE EE R U ENE SRR E NN RN SRS NERRERA NN NN |
AAAGCTAACTTCAAAATTCGCCACAACATTGAAGATGGATCCGTTCAACTAGCAGACCATTATCAACAAAATACTCCAATTGGCGATGGC
ZE11-M28454-G0239282-1_ N-5.ab1(1>788) —  AAAGCTAACTTCAAAATTCGCCACAACATTGAAGATGGATCCGTTCAACTAGCAGACCATTATCAACAAAATACTCCAATTGGCGATGGC
G0239282-1.seq(1>816) —  AAAGCTAACTTCAAAATTCGCCACAACATTGAAGATGGATCCGTTCAACTAGCAGACCATTATCAACAAAATACTCCAATTGGCGATGGC
ZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780)  ¢—  AAAGCTAACTTCAAAATTCGCCACAACATTGAAGATGGATCCGTTCAACTAGCAGACCATTATCAACAAAATACTCCAATTGGCGATGGC
730 740 750 760 770 780 790 800 810
AEEE NI EEEEE ANl RN SRR ANl ERE R AR AR AR ERE R RN R AN EN RN AN NN AN EE RN NN |
CCTGTCCTTTTACCAGACAACCATTACCTGTCGACACAATCTGCCCTTTCGAAAGATCCCAACGAAAAGCGTGACCACATGGTCCTTCTT
ZE11-M28454-G0239282-1_ N-5.ab1(1>788) —  CCTGTCCTTTTACCAGACAACCATTACCTGTCGACACAATCTGCCCTTTCGAAAGATCCCAACGAAAA
G0239282-1.seq(1>816) = CCTGTCCTTTTACCAGACAACCATTACCTGTCGACACAATCTGCCCTTTCGAAAGATCCCAACGAAAAGCGTGACCACATGGTCCTTCTT
ZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780)  ¢—  CCTGTCCTTTTACCAGACAACCATTACCTGTCGACACAATCTGCCCTTTCGAAAGATCCCAACGAAAAGCGTGACCACATGGTCCTTCTT
820 830 840 850 860 870 880 890 900
AN EEEEE ANl RN SRR AN EEE R SRR AR ERE A RN NN ENE R AN NN CAEEE RN NN |
GAGTTTGTAACTGCTGCTGGGATTACACATGGCATGGATGAGCTCTACAAATAATGAATTAAACCCGCTGATCAGCCTCGACTGTGCCTT
G0239282-1.seq(1>816) —  GAGTTTGTAACTGCTGCTGGGATTACACATGGCATGGATGAGCTCTACAAATAATGAATT
ZH04-M28454-G0239282-1 PCDNA3.1R.abl1(1>780) ¢—  GAGTTTGTAACTGCTGCTGGGATTACACATGGCATGGATGAGCTCTACAAATAATGAATTAAACCCGCTGATCAGCCTCGACTGTGCCTT

910 920

CTAGTTGCCAGCCATCTGTTG

ZH04-M28454-G0239282-1_PCDNA3.1R.ab1(1>780) — CTAGTTGCCAGCCATCTGTTG



