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AGCTTGGTACCGAGCTCGGATCCACTAGTCCAGTGTGGTGGAATTCATGAAGGTTCTGTGGGCTGCGTTGCTGGTCACATTCCT

ZF09-C98811-G0262217-1_T7.abl (1>787) b AGCTTGGTACCGAGCTCGGATCCACTAGTCCAGTGTGGTGGAATTCATGAAGGTTCTGTGGGCTGCGTTGCTGGTCACATTCCT
G0262217-1.seq(1>1133) —_ GAATTCATGAAGGTTCTGTGGGCTGCGTTGCTGGTCACATTCCT
90 100 110 120 130 140 150 160
[T PR PR PR FETT] RETTY FETTE FEET] FEET ST FTET RETTE PR ST FETTE ST i
GGCAGGATGCCAGGCCAAAGTCGAACAGGCTGTCGAAACTGAACCCGAACCGGAGCTGCGCCAGCAGACCGAGTGGCAGAGCGG
ZF09-C98811-G0262217-1 T7.abl(1>787) - GGCAGGATGCCAGGCCAAAGTCGAACAGGCTGTCGAARACTGAACCCGAACCGGAGCTGCGCCAGCAGACCGAGTGGCAGAGCGG
G0262217-1.seq(1>1133) — GGCAGGATGCCAGGCCAAAGTCGAACAGGCTGTCGARACTGAACCCGAACCGGAGCTGCGCCAGCAGACCGAGTGGCAGAGCGG
170 180 190 200 210 220 230 240 250
T FETTI SR TE ST RETTE SURTE Y] FETTE REE TSR] FEETE TN T] AUl FRETE FTRTE FRT]
CCAGCGCTGGGAACTGGCACTGGGTCGCTTTTGGGATTACCTGCGCTGGGTGCAGACACTGTCTGAGCAGGTGCAGGAGGAGCT
ZF09-C98811-G0262217-1_T7.abl (1>787) —_— CCAGCGCTGGGAACTGGCACTGGGTCGCTTTTGGGATTACCTGCGCTGGGTGCAGACACTGTCTGAGCAGGTGCAGGAGGAGCT
G0262217-1.seq(1>1133) — CCAGCGCTGGGAACTGGCACTGGGTCGCTTTTGGGATTACCTGCGCTGGGTGCAGACACTGTCTGAGCAGGTGCAGGAGGAGCT
260 270 280 290 300 310 320 330
A P P PR FETTE P ST FETTE P FETTE RETT1 PR FETTE FETTY R FETT feee i
GCTCAGCTCCCAGGTCACCCAGGAACTGAGGGCGCTGATGGACGAGACCATGAAGGAGTTGAAGGCCTACAAATCGGAACTGGA
ZF09-C98811-G0262217-1_T7.abl (1>787) b GCTCAGCTCCCAGGTCACCCAGGAACTGAGGGCGCTGATGGACGAGACCATGAAGGAGTTGAAGGCCTACAAATCGGAACTGGA
G0262217-1.seq(1>1133) i GCTCAGCTCCCAGGTCACCCAGGAACTGAGGGCGCTGATGGACGAGACCATGAAGGAGT TGAAGGCCTACAAATCGGAACTGGA
340 350 360 370 380 390 400 410 420
Y P P BT FETRE P FTTTY RETTE P PETTE PEETE STETE P STETE FrETE PETT SR |
GGAACAACTGACCCCGGTGGCGGAGGAGACGCGGGCACGGCTGTCCAAGGAGCTGCAGGCGGCGCAGGCCCGGCTGGGCGCGGA
ZF09-C98811-G0262217-1_T7.abl (1>787) - GGAACAACTGACCCCGGTGGCGGAGGAGACGCGGGCACGGCTGTCCAAGGAGCTGCAGGCGGCGCAGGCCCGGCTGGGCGCGGA
G0262217-1.seq(1>1133) - GGAACAACTGACCCCGGTGGCGGAGGAGACGCGGGCACGGCTGTCCAAGGAGCTGCAGGCGGCGCAGGCCCGGCTGGGCGCGGA
430 440 450 460 470 480 490 500
T PP T FEE T PRI FETTE PEETE FETE PETT P TR FETTE ST T PETTY PR ST
CATGGAGGACGTGTGCGGCCGCCTGGTGCAGTACCGCGGCGAGGTGCAGGCCATGCTCGGCCAGAGCACCGAGGAGCTGCGGGT
ZF09-C98811-G0262217-1_T7.abl (1>787) b CATGGAGGACGTGTGCGGCCGCCTGGTGCAGTACCGCGGCGAGGTGCAGGCCATGCTCGGCCAGAGCACCGAGGAGCTGCGGGT
G0262217-1.seq(1>1133) — CATGGAGGACGTGTGCGGCCGCCTGGTGCAGTACCGCGGCGAGGTGCAGGCCATGCTCGGCCAGAGCACCGAGGAGCTGCGGGT
%2C12-C98811-G0262217-1_G0262217-1-seq2.abl (1>781) — AGGCCATGCTCGGCCAGAGCACCGAGGAGCTGCGGGT
510 520 530 540 550 560 570 580
[T T FETE R FETEE RETTY T FETT] FEEEE ST FTETY RETT PR M PETEE S I
GCGCCTCGCCTCCCACCTGCGCAAGCTTCGTAAGCGGCTCCTCCGCGATGCCGATGACCTGCAGAAGTGCCTGGCAGTGTACCA
ZF09-C98811-G0262217-1_T7.abl(1>787) — GCGCCTCGCCTCCCACCTGCGCAAGCTTCGTAAGCGGCTCCTCCGCGATGCCGATGACCTGCAGAAGTGCCTGGCAGTGTACCA
G0262217-1.seq(1>1133) i GCGCCTCGCCTCCCACCTGCGCAAGCTTCGTAAGCGGCTCCTCCGCGATGCCGATGACCTGCAGAAGTGCCTGGCAGTGTACCA
ZC12-C98811-G0262217-1_G0262217-1-seqg2.abl (1>781) - GCGCCTCGCCTCCCACCTGCGCAAGCTTCGTAAGCGGCTCCTCCGCGATGCCGATGACCTGCAGAAGTGCCTGGCAGTGTACCA
590 600 610 620 630 640 650 660 670
T P PETE FTET RETTE PR T P FETT PEETE FETTE PEETE PR SETTY FETTE STT Fered i
GGCCGGGGCCCGCGAGGGCGCCGAGCGCGGCCTCAGCGCCATCCGCGAGCGCCTGGGGCCCCTGGTGGARACAGGGCCGCGTGCG
ZF09-C98811-G0262217-1 T7.abl(1>787) — GGCCGGGGCCCGCGAGGGCGCCGAGCGCGGCCTCAGCGCCATCCGCGAGCGCCTGGGGCCCCTGGTGGAACAGGGCCGCGTGCG
G0262217-1.seq(1>1133) —_ GGCCGGGGCCCGCGAGGGCGCCGAGCGCGGCCTCAGCGCCATCCGCGAGCGCCTGGGGCCCCTGGTGGAACAGGGCCGCGTGCG
ZC12-C98811-G0262217-1_G0262217-1-seqg2.abl (1>781) - GGCCGGGGCCCGCGAGGGCGCCGAGCGCGGCCTCAGCGCCATCCGCGAGCGCCTGGGGCCCCTGGTGGAACAGGGCCGCGTGCG
680 690 700 710 720 730 740 750
Y P T PR PETTE P PRI FETTY P PETTY RETT1 PR SETTE FETTY P M feee i
GGCCGCCACTGTGGGCTCCCTGGCCGGCCAGCCGCTACAGGAGCGGGCCCAGGCCTGGGGCGAGCGGCTGCGCGCGCGGATGGA
ZF09-C98811-G0262217-1_T7.abl (1>787) b GGCCGCCACTGTGGGCTCCCTGGCCGGCCAGCCGCTACAGGAGCGGGCCCAGGCCTGGGGCGAGCGGCTGCGCGCGCGGATGGA
G0262217-1.seq(1>1133) — GGCCGCCACTGTGGGCTCCCTGGCCGGCCAGCCGCTACAGGAGCGGGCCCAGGCCTGGGGCGAGCGGCTGCGCGCGCGGATGGA
%2C12-C98811-G0262217-1_G0262217-1-seq2.abl (1>781) —  GGCCGCCACTGTGGGCTCCCTGGCCGGCCAGCCGCTACAGGAGCGGGCCCAGGCCTGGGGCGAGCGGCTGCGCGCGCGGATGGA
760 770 780 790 800 810 820 830 840
T RETRE FEETE RETT] FETRE FEETE FTEN] SUTR PRI RETNE SUNTE AU T] FETRE RURTE FART] RUTTE AURTE |
GGAGATGGGCAGCCGGACCCGCGACCGCCTGGACGAGGTGAAGGAGCAGGTGGCGGAGGTGCGCGCCAAGCTGGAGGAGCAGGC
ZF09-C98811-G0262217-1 T7.abl (1>787) - GGAGATGGGCAGCCGGACCCGCGACCGCCTG
G0262217-1.seq(1>1133) — GGAGATGGGCAGCCGGACCCGCGACCGCCTGGACGAGGTGAAGGAGCAGGTGGCGGAGGTGCGCGCCAAGCTGGAGGAGCAGGC
zC12-C98811-G0262217-1_G0262217-1-seq2.abl (1>781) - GGAGATGGGCAGCCGGACCCGCGACCGCCTGGACGAGGTGAAGGAGCAGGTGGCGGAGGTGCGCGCCAAGCTGGAGGAGCAGGC
850 860 870 880 890 900 910 920
ETIETE T RN ERETE RTET] PR REETE FER 1 U] FEERE ST FRETH SRR PR Y FEUT] RERRE R
CCAGCAGATACGCCTACAGGCCGAGGCCTTCCAGGCCCGCCTCAAGAGCTGGTTCGAGCCCCTGGTGGAAGACATGCAGCGCCA
G0262217-1.seq(1>1133) i CCAGCAGATACGCCTACAGGCCGAGGCCTTCCAGGCCCGCCTCAAGAGCTGGTTCGAGCCCCTGGTGGARGACATGCAGCGCCA
7C12-C98811-G0262217-1_G0262217-1-seq2.abl (1>781) — CCAGCAGATACGCCTACAGGCCGAGGCCTTCCAGGCCCGCCTCAAGAGCTGGTTCGAGCCCCTGGTGGARGACATGCAGCGCCA
930 940 950 960 970 980 990 1000
TR PETT] FETEE R FETEE RETTY RS FETT] FETTE PR FTETY RETTE PR ATTT FETT P e
GTGGGCCGGGCTGGTGGAGAAGGTGCAGGCTGCCGTGGGCACCAGCGCCGCCCCTGTGCCCAGCGACAATCACTGAACGCCGAA
G0262217-1.seq(1>1133) — GTGGGCCGGGCTGGTGGAGAAGGTGCAGGCTGCCGTGGGCACCAGCGCCGCCCCTGTGCCCAGCGACAATCACTGAACGCCGAA
%2C12-C98811-G0262217-1_G0262217-1-seq2.abl (1>781) i GTGGGCCGGGCTGGTGGAGAAGGTGCAGGCTGCCGTGGGCACCAGCGCCGCCCCTGTGCCCAGCGACAATCACTGAACGCCGAA
1010 1020 1030 1040 1050 1060 1070 1080 1090
AP P Y T PP PR TR PR P ST PP PR FUTTE FETTE P ferr
GCCTGCAGCCATGCGACCCCACGCCACCCCGTGCCTCCTGCCTCCGCGCAGCCTGCAGCGGGAGACCCTGTCCCCGCCCCAGCC
G0262217-1.seq(1>1133) - GCCTGCAGCCATGCGACCCCACGCCACCCCGTGCCTCCTGCCTCCGCGCAGCCTGCAGCGGGAGACCCTGTCCCCGCCCCAGCC

%2C12-C98811-G0262217-1_G0262217-1-seq2.abl (1>781) —*  GCCTGCAGCCATGCGACCCCACGCCACCCCGTGCCTCCTGCCTCCGCGCAGCCTGCAGCGGGAGACCCTGTCCCCGCCCCAGCC



Friday, February 17, 2023 06:43 PM
Project: G0262217-1.SQD Contig 1

Page 2

1100 1110 1120 1130 1140 1150 1160 1170

GTCCTCCTGGGGTGGACCCTAGTTTAATAAAGATTCACCAAGTTTCACGCAAAAAAAAAAAAAAAAAAACTCGACTCTAGAGGG

G0262217-1.seq(1>1133) —  GTCCTCCTGGGGTGGACCCTAGTTTAATAAAGATTCACCAAGTTTCACGCAAAAAAAARAAAAAAAAAACTCGACTCTAGA
7ZC12-C98811-G0262217-1_G0262217-1-seq2.abl (1>781) - GTCCTCCTGGGGTGGACCCTAGTTTAATAAAGATTCACCAAGT TTCACGCAAAAAAAAAAAAAAAAAAACTCGACTCTAGAGGG
zF10-C98811-G0262217-1 PCDNA3.1R.abl (1>127) — GTTTAATAAAGATTCaCCAAGTTTCACGCAAAAAAAAAAAAAAARARACTCGACTCTAGAGGG
1180 1190 1200 1210 1220 1230 1240

Y T ST TR PETTY N FTET PETTE PETTE FETEE FETT FUTT TR P A

CCCGTTTAAACCCGCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCCCCC
zC12-C98811-G0262217-1_G0262217-1-seq2.abl (1>781) —  CCCGTTTAAACCCGCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCCCCC

—

ZF10-C98811-G0262217-1 PCDNA3.1R.abl (1>127)

CCCGTTTAAACCCGCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTLTGCC



