20236 H7H 15:51

Project: G0275667-1.SQD Contig 1

Page 1

20 30

TCGCGCGTTTCGGTGATGACGGTGAAAACC

G0275667-1.

seq(1>4885)

TCGCGCGTTTCGGTGATGACGGTGAAAACH

40 50 60

TCTGACACATGCAGCTCCCGGAGACGGTCA

G0275667-1.

seq(1>4885)

TCTGACACATGCAGCTCCCGGAGACGGTCH

90

CAGCTTGTCTGTAAGCGGATGCCGGGAGCA

G0275667-1.

seq (1>4885)

CAGCTTGTCTGTAAGCGGATGCCGGGAGCH

100 110 120

GACAAGCCCGTCAGGGCGCGTCAGCGGGTG

G0275667-1

.seq (1>4885)

GACAAGCCCGTCAGGGCGCGTCAGCGGGTQ

130 140 150

TTGGCGGGTGTCGGGGCTGGCTTAACTATG

G0275667-1.

seq(1>4885)

TTGGCGGGTGTCGGGGCTGGCTTAACTATYH

160 170 180

CGGCATCAGAGCAGATTGTACTGAGAGTGC

G0275667-1.

seq(1>4885)

CGGCATCAGAGCAGATTGTACTGAGAGTG(

190 200 21C

ACCATATGCGGTGTGAAATACCGCACAGAT

G0275667-1.

seq(1>4885)

ACCATATGCGGTGTGAAATACCGCACAGAT]

220 230 24C

GCGTAAGGAGAAAATACCGCATCAGGCGCC

G0275667-1.

seq(1>4885)

GCGTAAGGAGAAAATACCGCATCAGGCGCJ

250 260 27C

ATTCGCCATTCAGGCTGCGCAACTGTTGGG

G0275667-1.

seq(1>4885)

ATTCGCCATTCAGGCTGCGCAACTGTTGGY

280 290 300

AAGGGCGATCGGTGCGGGCCTCTTCGCTAT

G0275667-1.

seq(1>4885)

AAGGGCGATCGGTGCGGGCCTCTTCGCTAT

310 320 330

TACGCCAGCTGGCGAAAGGGGGATGTGCTG

G0275667-1

.seq (1>4885)

- |

TACGCCAGCTGGCGAAAGGGGGATGTGCTQ

340 350 360

CAAGGCGATTAAGTTGGGTAACGCCAGGGT

G0275667-1.

seq(1>4885)

CAAGGCGATTAAGTTGGGTAACGCCAGGGT




20236 H7H 15:51

Project: G0275667-1.SQD Contig 1

Page 2

370 380 390

TTTCCCAGTCACGACGTTGTAAAACGACGG

G0275667-1.

seq(1>4885)

TTTCCCAGTCACGACGTTGTAAAACGACGq

400 410 42C

CCAGTGCCAAGCTTTTCCAAAAAACTACCG

G0275667-1.

seq(1>4885)

CCAGTGCCAAGCTTTTCCAAAAAACTACCH

430 440 450

TTGTTATAGGTGTCTCTTGAACACCTATAA

G0275667-1.

seq (1>4885)

TTGTTATAGGTGTCTCTTGAACACCTATAN

460 470 480

CAACGGTAGTGGATCCCGCGTCCTTTCCAC

G0275667-1

.seq (1>4885)

CAACGGTAGTGGATCCCGCGTCCTTTCCAJ

490 500 510

AAGATATATAAACCCAAGAAATCGAAATAC

G0275667-1.

seq(1>4885)

AAGATATATAAACCCAAGAAATCGAAATAq

520 530 540

TTTCAAGTTACGGTAAGCATATGATAGTCC

G0275667-1.

seq(1>4885)

TTTCAAGTTACGGTAAGCATATGATAGch

550 560 570

ATTTTAAAACATAATTTTAAAACTGCAAAC

G0275667-1.

seq(1>4885)

ATTTTAAAACATAATTTTAAAACTGCAAAQ

580 590 60C

TACCCAAGAAATTATTACTTTCTACGTCAC

G0275667-1.

seq(1>4885)

TACCCAAGAAATTATTACTTTCTACGTCAq

610 620 63C

GTATTTTGTACTAATATCTTTGTGTTTACA

G0275667-1.

seq(1>4885)

GTATTTTGTACTAATATCTTTGTGTTTACN

640 650 66C

GTCAAATTAATTCTAATTATCTCTCTAACA

G0275667-1.

seq(1>4885)

GTCAAATTAATTCTAATTATCTCTCTAACN

670 680 69C

GCCTTGTATCGTATATGCAAATATGAAGGA

G0275667-1

.seq (1>4885)

- |

GCCTTGTATCGTATATGCAAATATGAAGGH

700 710 72C

ATCATGGGAAATAGGCCCTCTTCCTGCCCG

G0275667-1.

seq(1>4885)

ATCATGGGAAATAGGCCCTCTTCCTGCCCQ
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730 740 750

ACCTTGGCGCGCGCTCGGCGCGCGGTCACG

G0275667-1.

seq(1>4885)

ACCTTGGCGCGCGCTCGGCGCGCGGTCACH

760 770 780

CTCCGTCACGTGGTGCGTTTTGCCTGCGCG

G0275667-1.

seq(1>4885)

CTCCGTCACGTGGTGCGTTTTGCCTGCGCYH

790 800 810

TCTTTCCACTGGGGAATTCATGCTTCTCCT

G0275667-1.

seq (1>4885)

TCTTTCCACTGGGGAATTCATGCTTCTCCT]

820 830 840

CCCTTTAGTGAGGGTAATTCTCTCTCTCTC

G0275667-1

.seq (1>4885)

CCCTTTAGTGAGGGTAATTCTCTCTCTCTq

850 860 870

CCTATAGTGAGTCGTATTAATTCCTTCTCT

G0275667-1.

seq(1>4885)

CCTATAGTGAGTCGTATTAATTCCTTCTCﬂ

880 890 90C

TCTATAGTGTCACCTAAATCGTTGCAATTC

G0275667-1.

seq(1>4885)

TCTATAGTGTCACCTAAATCGTTGCAATTq

910 920 93C

GTAATCATGTCATAGCTGTTTCCTGTGTGA

G0275667-1.

seq(1>4885)

GTAATCATGTCATAGCTGTTTCCTGTGTGA

940 950 96C

AATTGTTATCCGCTCACAATTCCACACAAC

G0275667-1.

seq(1>4885)

AATTGTTATCCGCTCACAATTCCACACAAq

970 980 99C

ATACGAGCCGGAAGCATAAAGTGTAAAGCC

G0275667-1.

seq(1>4885)

ATACGAGCCGGAAGCATAAAGTGTAAAch

1000 1010 102

TGGGGTGCCTAATGAGTGAGCTAACTCACA

G0275667-1.

seq(1>4885)

TGGGGTGCCTAATGAGTGAGCTAACTCACH

1030 1040 105

TTAATTGCGTTGCGCTCACTGCCCGCTTTC

G0275667-1

.seq (1>4885)

- |

TTAATTGCGTTGCGCTCACTGCCCGCTTTJ

1060 1070 108

CAGTCGGGAAACCTGTCGTGCCAGCTGCAT

G0275667-1.

seq(1>4885)

CAGTCGGGAAACCTGTCGTGCCAGCTGCAT
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1090 1100 111

TAATGAATCGGCCAACGCGCGGGGAGAGGC

G0275667-1.

seq(1>4885)

TAATGAATCGGCCAACGCGCGGGGAGAGGJ

1120 1130 114

GGTTTGCGTATTGGGCGCTCTTCCGCTTCC

G0275667-1.

seq(1>4885)

GGTTTGCGTATTGGGCGCTCTTCCGCTTC(

1150 1160 117

TCGCTCACTGACTCGCTGCGCTCGGTCGTT

G0275667-1.

seq (1>4885)

TCGCTCACTGACTCGCTGCGCTCGGTCGTT

1180 1190 120

CGGCTGCGGCGAGCGGTATCAGCTCACTCA

G0275667-1.

seq(1>4885)

CGGCTGCGGCGAGCGGTATCAGCTCACTCH

1210 1220 123

AAGGCGGTAATACGGTTATCCACAGAATCA

G0275667-1.

seq(1>4885)

AAGGCGGTAATACGGTTATCCACAGAATCN

1240 1250 126

GGGGATAACGCAGGAAAGAACATGTGAGCA

G0275667-1.

seq(1>4885)

GGGGATAACGCAGGAAAGAACATGTGAGCH

1270 1280 129

AAAGGCCAGCAAAAGGCCAGGAACCGTAAA

G0275667-1.

seq(1>4885)

AAAGGCCAGCAAAAGGCCAGGAACCGTAAN

1300 1310 132

AAGGCCGCGTTGCTGGCGTTTTTCCATAGG

G0275667-1.

seq(1>4885)

AAGGCCGCGTTGCTGGCGTTTTTCCATAGH

1330 1340 135

CTCCGCCCCCCTGACGAGCATCACAAAAAT

G0275667-1.

seq(1>4885)

CTCCGCCCCCCTGACGAGCATCACAAAAAT]

1360 1370 138

CGACGCTCAAGTCAGAGGTGGCGAAACCCG

G0275667-1.

seq(1>4885)

CGACGCTCAAGTCAGAGGTGGCGAAACCCYH

1390 1400 141

ACAGGACTATAAAGATACCAGGCGTTTCCC

G0275667-1.

seq(1>4885)

- |

ACAGGACTATAAAGATACCAGGCGTTchq

1420 1430 144

CCTGGAAGCTCCCTCGTGCGCTCTCCTGTT

G0275667-1.

seq(1>4885)

CCTGGAAGCTCCCTCGTGCGCTCTCCTGTT
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1450 1460 147

CCGACCCTGCCGCTTACCGGATACCTGTCC

G0275667-1.

seq(1>4885)

CCGACCCTGCCGCTTACCGGATACCTGTC(

1480 1490 150

GCCTTTCTCCCTTCGGGAAGCGTGGCGCTT

G0275667-1.

seq(1>4885)

GCCTTTCTCCCTTCGGGAAGCGTGGCGCTT

1510 1520 153

TCTCATAGCTCACGCTGTAGGTATCTCAGT

G0275667-1.

seq (1>4885)

TCTCATAGCTCACGCTGTAGGTATCTCAGT]

1540 1550 156

TCGGTGTAGGTCGTTCGCTCCAAGCTGGGC

G0275667-1

.seq (1>4885)

TCGGTGTAGGTCGTTCGCTCCAAGCTGGG(

1570 1580 159

TGTGTGCACGAACCCCCCGTTCAGCCCGAC

G0275667-1.

seq(1>4885)

TGTGTGCACGAACCCCCCGTTCAGCCCGAJ

1600 1610 162

CGCTGCGCCTTATCCGGTAACTATCGTCTT

G0275667-1.

seq(1>4885)

CGCTGCGCCTTATCCGGTAACTATCGTCTT

1630 1640 165

GAGTCCAACCCGGTAAGACACGACTTATCG

G0275667-1.

seq(1>4885)

GAGTCCAACCCGGTAAGACACGACTTATCH

1660 1670 168

CCACTGGCAGCAGCCACTGGTAACAGGATT

G0275667-1.

seq(1>4885)

CCACTGGCAGCAGCCACTGGTAACAGGATT]

1690 1700 171

AGCAGAGCGAGGTATGTAGGCGGTGCTACA

G0275667-1.

seq(1>4885)

AGCAGAGCGAGGTATGTAGGCGGTGCTACH

1720 1730 174

GAGTTCTTGAAGTGGTGGCCTAACTACGGC

G0275667-1.

seq(1>4885)

GAGTTCTTGAAGTGGTGGCCTAACTACGG(

1750 1760 177

TACACTAGAAGAACAGTATTTGGTATCTGC

G0275667-1

.seq (1>4885)

- |

TACACTAGAAGAACAGTATTTGGTATCTGq

1780 1790 180

GCTCTGCTGAAGCCAGTTACCTTCGGAAAA

G0275667-1.

seq(1>4885)

GCTCTGCTGAAGCCAGTTACCTTCGGAAAN
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1810 1820 183

AGAGTTGGTAGCTCTTGATCCGGCAAAAAA

G0275667-1.

seq(1>4885)

AGAGTTGGTAGCTCTTGATCCGGCAAAAAH

1840 1850 186

ACCACCGCTGGTAGCGGTGGTTTTTTTGTT

G0275667-1.

seq(1>4885)

ACCACCGCTGGTAGCGGTGGTTTTTTTGTT

1870 1880 189

TGCAAGCAGCAGATTACGCGCAGAAAAAAA

G0275667-1.

seq (1>4885)

TGCAAGCAGCAGATTACGCGCAGAAAAAAN

1900 1910 192

GGATCTCAAGAAGATCCTTTGATCTTTTCT

G0275667-1

.seq (1>4885)

GGATCTCAAGAAGATCCTTTGATCTTTTCﬂ

1930 1940 195

ACGGGGTCTGACGCTCAGTGGAACGAAAAC

G0275667-1.

seq(1>4885)

ACGGGGTCTGACGCTCAGTGGAACGAAAA(

1960 1970 198

TCACGTTAAGGGATTTTGGTCATGAGATTA

G0275667-1.

seq(1>4885)

TCACGTTAAGGGATTTTGGTCATGAGATTH

1990 2000 201

TCAAAAAGGATCTTCACCTAGATCCTTTTA

G0275667-1.

seq(1>4885)

TCAAAAAGGATCTTCACCTAGATCCTTTTA

2020 2030 204

AATTAAAAATGAAGTTTTAAATCAATCTAA

G0275667-1.

seq(1>4885)

AATTAAAAATGAAGTTTTAAATCAATCTAH

2050 2060 207

AGTATATATGAGTAAACTTGGTCTGACAGT

G0275667-1.

seq(1>4885)

AGTATATATGAGTAAACTTGGTCTGACAGﬂ

2080 2090 210

TACCAATGCTTAATCAGTGAGGCACCTATC

G0275667-1.

seq(1>4885)

TACCAATGCTTAATCAGTGAGGCACCTATq

2110 2120 213

TCAGCGATCTGTCTATTTCGTTCATCCATA

G0275667-1

.seq (1>4885)

- |

TCAGCGATCTGTCTATTTCGTTCATCCATH

2140 2150 216

GTTGCCTGACTCCCCGTCGTGTAGATAACT

G0275667-1.

seq(1>4885)

GTTGCCTGACTCCCCGTCGTGTAGATAACT
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2170 2180 219

ACGATACGGGAGGGCTTACCATCTGGCCCC

G0275667-1.

seq(1>4885)

ACGATACGGGAGGGCTTACCATCTGGCCC(

2200 2210 222

AGTGCTGCAATGATACCGCGAGACCCACGC

G0275667-1.

seq(1>4885)

AGTGCTGCAATGATACCGCGAGACCCACG(

2230 2240 225

TCACCGGCTCCAGATTTATCAGCAATAAAC

G0275667-1.

seq (1>4885)

TCACCGGCTCCAGATTTATCAGCAATAAAq

2260 2270 228

CAGCCAGCCGGAAGGGCCGAGCGCAGAAGT

G0275667-1

.seq (1>4885)

CAGCCAGCCGGAAGGGCCGAGCGCAGAAGT]

2290 2300 231

GGTCCTGCAACTTTATCCGCCTCCATCCAG

G0275667-1.

seq(1>4885)

GGTCCTGCAACTTTATCCGCCTCCATCCAQ

2320 2330 234

TCTATTAATTGTTGCCGGGAAGCTAGAGTA

G0275667-1.

seq(1>4885)

TCTATTAATTGTTGCCGGGAAGCTAGAGTH

2350 2360 237

AGTAGTTCGCCAGTTAATAGTTTGCGCAAC

G0275667-1.

seq(1>4885)

AGTAGTTCGCCAGTTAATAGTTTGCGCAA(J

2380 2390 240

GTTGTTGCCATTGCTACAGGCATCGTGGTG

G0275667-1.

seq(1>4885)

GTTGTTGCCATTGCTACAGGCATCGTGGTQ

2410 2420 243

TCACGCTCGTCGTTTGGTATGGCTTCATTC

G0275667-1.

seq(1>4885)

TCACGCTCGTCGTTTGGTATGGCTTCATT(

2440 2450 246

AGCTCCGGTTCCCAACGATCAAGGCGAGTT

G0275667-1.

seq(1>4885)

AGCTCCGGTTCCCAACGATCAAGGCGAGTT]

2470 2480 249

ACATGATCCCCCATGTTGTGCAAAAAAGCG

G0275667-1

.seq (1>4885)

- |

ACATGATCCCCCATGTTGTGCAAAAAAGCQ

2500 2510 252

GTTAGCTCCTTCGGTCCTCCGATCGTTGTC

G0275667-1.

seq(1>4885)

GTTAGCTCCTTCGGTCCTCCGATCGTTGT(
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2530 2540 255

AGAAGTAAGTTGGCCGCAGTGTTATCACTC

G0275667-1.

seq(1>4885)

AGAAGTAAGTTGGCCGCAGTGTTATCACTq

2560 2570 258

ATGGTTATGGCAGCACTGCATAATTCTCTT

G0275667-1.

seq(1>4885)

ATGGTTATGGCAGCACTGCATAATTCTCTT

2590 2600 261

ACTGTCATGCCATCCGTAAGATGCTTTTCT

G0275667-1.

seq (1>4885)

ACTGTCATGCCATCCGTAAGATGCTTTTCﬂ

2620 2630 264

GTGACTGGTGAGTACTCAACCAAGTCATTC

G0275667-1

.seq (1>4885)

GTGACTGGTGAGTACTCAACCAAGTCATTq

2650 2660 267

TGAGAATAGTGTATGCGGCGACCGAGTTGC

G0275667-1.

seq(1>4885)

TGAGAATAGTGTATGCGGCGACCGAGTTG(

2680 2690 270

TCTTGCCCGGCGTCAATACGGGATAATACC

G0275667-1.

seq(1>4885)

TCTTGCCCGGCGTCAATACGGGATAATAC

2710 2720 273

GCGCCACATAGCAGAACTTTAAAAGTGCTC

G0275667-1.

seq(1>4885)

GCGCCACATAGCAGAACTTTAAAAGTGCT(

2740 2750 276

ATCATTGGAAAACGTTCTTCGGGGCGAAAA

G0275667-1.

seq(1>4885)

ATCATTGGAAAACGTTCTTCGGGGCGAAAN

2770 2780 279

CTCTCAAGGATCTTACCGCTGTTGAGATCC

G0275667-1.

seq(1>4885)

CTCTCAAGGATCTTACCGCTGTTGAGATC(

2800 2810 282

AGTTCGATGTAACCCACTCGTGCACCCAAC

G0275667-1.

seq(1>4885)

AGTTCGATGTAACCCACTCGTGCACCCAA(

2830 2840 285

TGATCTTCAGCATCTTTTACTTTCACCAGC

G0275667-1

.seq (1>4885)

- |

TGATCTTCAGCATCTTTTACTTTCACCAGq

2860 2870 288

GTTTCTGGGTGAGCAAAAACAGGAAGGCAA

G0275667-1.

seq(1>4885)

GTTTCTGGGTGAGCAAAAACAGGAAGGCAN
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2890 2900 291

AATGCCGCAAAAAAGGGAATAAGGGCGACA

G0275667-1.

seq(1>4885)

AATGCCGCAAAAAAGGGAATAAGGGCGACH

2920 2930 294

CGGAAATGTTGAATACTCATACTCTTCCTT

G0275667-1.

seq(1>4885)

CGGAAATGTTGAATACTCATACTCTTCCTT

2950 2960 297

TTTCAATATTCAGGCTTACCTTTATGCTTC

G0275667-1.

seq (1>4885)

TTTCAATATTCAGGCTTACCTTTATGCTTq

2980 2990 300

CGGCTCGTATGTTGTGTGGAATTGTGAGCG

G0275667-1.

seq(1>4885)

CGGCTCGTATGTTGTGTGGAATTGTGAGCYH

3010 3020 303

GATAACAATTTCACACAGGAAACAGCTATG

G0275667-1.

seq(1>4885)

GATAACAATTTCACACAGGAAACAGCTATQ

3040 3050 306

ACCATGATTACGCCAAGCTCTAGCTAGAGG

G0275667-1.

seq(1>4885)

ACCATGATTACGCCAAGCTCTAGCTAGAGQ

3070 3080 309

TCGACGGTATACAGACATGATAAGATACAT

G0275667-1.

seq(1>4885)

TCGACGGTATACAGACATGATAAGATACAT

3100 3110 312

TGATGAGTTTGGACAAACCACAACTAGAAT

G0275667-1.

seq(1>4885)

TGATGAGTTTGGACAAACCACAACTAGAAﬂ

3130 3140 315

GCAGTGAAAAAAATGCTTTATTTGTGAAAT

G0275667-1.

seq(1>4885)

GCAGTGAAAAAAATGCTTTATTTGTGAAAﬂ

3160 3170 318

TTGTGATGCTATTGCTTTATTTGTAACCAT

G0275667-1.

seq(1>4885)

TTGTGATGCTATTGCTTTATTTGTAACCAﬂ

3190 3200 321

TATAAGCTGCAATAAACAAGTTGGGGTGGG

G0275667-1.

seq(1>4885)

- |

TATAAGCTGCAATAAACAAGTTGGGGTGGQ

3220 3230 324

CGAAGAACTCCAGCATGAGATCCCCGCGCT

G0275667-1.

seq(1>4885)

CGAAGAACTCCAGCATGAGATCCCCGCGCT
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3250 3260 327

GGAGGATCATCCAGCCGGCGTCCCGGAAAA

G0275667-1.

seq(1>4885)

GGAGGATCATCCAGCCGGCGTCCCGGAAAN

3280 3290 330

CGATTCCGAAGCCCAACCTTTCATAGAAGG

G0275667-1.

seq(1>4885)

CGATTCCGAAGCCCAACCTTTCATAGAAGYH

3310 3320 333

CGGCGGTGGAATCGAAATCTCGTAGCACGT

G0275667-1.

seq (1>4885)

CGGCGGTGGAATCGAAATCTCGTAGCACGT]

3340 3350 336

GCTATTCCTTTGCCCTCGGACGAGTGCTGG

G0275667-1

.seq (1>4885)

GCTATTCCTTTGCCCTCGGACGAGTGCTGQ

3370 3380 339

GGCGTCGGTTTCCACTATCGGCGAGTACTT

G0275667-1.

seq(1>4885)

GGCGTCGGTTTCCACTATCGGCGAGTACTT]

3400 3410 342

CTACACAGCCATCGGTCCAGACGGCCGCGC

G0275667-1.

seq(1>4885)

CTACACAGCCATCGGTCCAGACGGCCGCGJ

3430 3440 345

TTCTGCGGGCGATTTGTGTACGCCCGACAG

G0275667-1.

seq(1>4885)

TTCTGCGGGCGATTTGTGTACGCCCGACAG

3460 3470 348

TCCCGGCTCCGGATCGGACGATTGCGTCGC

G0275667-1.

seq(1>4885)

TCCCGGCTCCGGATCGGACGATTGCGTCG(

3490 3500 351

ATCGACCCTGCGCCCAAGCTGCATCATCGA

G0275667-1.

seq(1>4885)

ATCGACCCTGCGCCCAAGCTGCATCATCGH

3520 3530 354

AATTGCCGTCAACCAAGCTCTGATAGAGTT

G0275667-1.

seq(1>4885)

AATTGCCGTCAACCAAGCTCTGATAGAGTﬂ

3550 3560 357

GGTCAAGACCAATGCGGAGCATATACGCCC

G0275667-1

.seq (1>4885)

- |

GGTCAAGACCAATGCGGAGCATATACGCC(

3580 3590 360

GGAGCCGCGGCGATCCTGCAAGCTCCGGAT

G0275667-1.

seq(1>4885)

GGAGCCGCGGCGATCCTGCAAGCTCCGGAT
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3610 3620 363

GCCTCCGCTCGAAGTAGCGCGTCTGCTGCT

G0275667-1.

seq(1>4885)

GCCTCCGCTCGAAGTAGCGCGTCTGCTGCT]

3640 3650 366

CCATACAAGCCAACCACGGCCTCCAGAAGA

G0275667-1.

seq(1>4885)

CCATACAAGCCAACCACGGCCTCCAGAAGH

3670 3680 369

AGATGTTGGCGACCTCGTATTGGGAATCCC

G0275667-1.

seq (1>4885)

AGATGTTGGCGACCTCGTATTGGGAATCC(

3700 3710 372

CGAACATCGCCTCGCTCCAGTCAATGACCG

G0275667-1

.seq (1>4885)

CGAACATCGCCTCGCTCCAGTCAATGACCYH

3730 3740 375

CTGTTATGCGGCCATTGTCCGTCAGGACAT

G0275667-1.

seq(1>4885)

CTGTTATGCGGCCATTGTCCGTCAGGACAT]

3760 3770 378

TGTTGGAGCCGAAATCCGCGTGCACGAGGT

G0275667-1.

seq(1>4885)

TGTTGGAGCCGAAATCCGCGTGCACGAGGT]

3790 3800 381

GCCGGACTTCGGGGCAGTCCTCGGCCCAAA

G0275667-1.

seq(1>4885)

GCCGGACTTCGGGGCAGTCCTCGGCCCAAN

3820 3830 384

GCATCAGCTCATCGAGAGCCTGCGCGACGG

G0275667-1.

seq(1>4885)

GCATCAGCTCATCGAGAGCCTGCGCGACGYH

3850 3860 387

ACGCACTGACGGTGTCGTCCATCACAGTTT

G0275667-1.

seq(1>4885)

ACGCACTGACGGTGTCGTCCATCACAGTTT]

3880 3890 390

GCCAGTGATACACATGGGGATCAGCAATCG

G0275667-1.

seq(1>4885)

GCCAGTGATACACATGGGGATCAGCAATCYH

3910 3920 393

CGCATATGAAATCACGCCATGTAGTGTATT

G0275667-1

.seq (1>4885)

- |

CGCATATGAAATCACGCCATGTAGTGTATﬂ

3940 3950 396

GACCGATTCCTTGCGGTCCGAATGGGCCGA

G0275667-1.

seq(1>4885)

GACCGATTCCTTGCGGTCCGAATGGGCCGH
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3970 3980 399

ACCCGCTCGTCTGGCTAAGATCGGCCGCAG

G0275667-1.

seq(1>4885)

ACCCGCTCGTCTGGCTAAGATCGGCCGCA(

4000 4010 402

CGATCGCATCCATGGCCTCCGCGACCGGCT

G0275667-1.

seq(1>4885)

CGATCGCATCCATGGCCTCCGCGACCGGCT

4030 4040 405

GCAGAACAGCGGGCAGTTCGGTTTCAGGCA

G0275667-1.

seq (1>4885)

GCAGAACAGCGGGCAGTTCGGTTTCAGGCH

4060 4070 408

GGTCTTGCAACGTGACACCCTGTGCACGGC

G0275667-1

.seq (1>4885)

GGTCTTGCAACGTGACACCCTGTGCACGGJ

4090 4100 411

GGGAGATGCAATAGGTCAGGCTCTCGCTGA

G0275667-1.

seq(1>4885)

GGGAGATGCAATAGGTCAGGCTCTCGCTGH

4120 4130 414

ATTCCCCAATGTCAAGCACTTCCGGAATCG

G0275667-1.

seq(1>4885)

ATTCCCCAATGTCAAGCACTTCCGGAATCQ

4150 4160 417

GGAGCGCGGCCGATGCAAAGTGCCGATAAA

G0275667-1.

seq(1>4885)

GGAGCGCGGCCGATGCAAAGTGCCGATAAN

4180 4190 420

CATAACGATCTTTGTAGAAACCATCGGCGC

G0275667-1.

seq(1>4885)

CATAACGATCTTTGTAGAAACCATCGGCGq

4210 4220 423

AGCTATTTACCCGCAGGACATATCCACGCC

G0275667-1.

seq(1>4885)

AGCTATTTACCCGCAGGACATATCCACGC(

4240 4250 426

CTCCTACATCGAAGCTGAAAGCACGAGATT

G0275667-1.

seq(1>4885)

CTCCTACATCGAAGCTGAAAGCACGAGATT]

4270 4280 429

CTTCGCCCTCCGAGAGCTGCATCAGGTCGG

G0275667-1

.seq (1>4885)

- |

CTTCGCCCTCCGAGAGCTGCATCAGGTCGQ

4300 4310 432

AGACGCTGTCGAACTTTTCGATCAGAAACT

G0275667-1.

seq(1>4885)

AGACGCTGTCGAACTTTTCGATCAGAAACT]
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4330 4340 435

TCTCGACAGACGTCGCGGTGAGTTCAGGCT

G0275667-1.

seq(1>4885)

TCTCGACAGACGTCGCGGTGAGTTCAGGCT]

4360 4370 438

TTTTCATCACGTGCTGATCAGATCCGAAAA

G0275667-1.

seq(1>4885)

TTTTCATCACGTGCTGATCAGATCCGAAAN

4390 4400 441

TGGATATACAAGCTCCCGGGAGCTTTTTGC

G0275667-1.

seq (1>4885)

TGGATATACAAGCTCCCGGGAGCTTTTTG(

4420 4430 444

AAAAGCCTAGGCCTCCAAAAAAGCCTCCCC

G0275667-1.

seq(1>4885)

AAAAGCCTAGGCCTCCAAAAAAGCCTCCC(

4450 4460 447

ACTACTTCTGGAATAGCTCAGAGGCAGAGG

G0275667-1.

seq(1>4885)

ACTACTTCTGGAATAGCTCAGAGGCAGAGH

4480 4490 450

CGGCCTCGGCCTCTGCATAAATAAAAAAAA

G0275667-1.

seq(1>4885)

CGGCCTCGGCCTCTGCATAAATAAAAAAAH

4510 4520 453

TTAGTCAGCCATGGGGCGGAGAATGGGCGG

G0275667-1.

seq(1>4885)

TTAGTCAGCCATGGGGCGGAGAATGGGCG]

4540 4550 456

AACTGGGCGGAGTTAGGGGCGGGATGGGCG

G0275667-1.

seq(1>4885)

AACTGGGCGGAGTTAGGGGCGGGATGGGCY

4570 4580 459

GAGTTAGGGGCGGGACTATGGTTGCTGACT

G0275667-1.

seq(1>4885)

GAGTTAGGGGCGGGACTATGGTTGCTGACT]

4600 4610 462

AATTGAGATGCATGCTTTGCATACTTCTGC

G0275667-1.

seq(1>4885)

AATTGAGATGCATGCTTTGCATACTTCTGq

4630 4640 465

CTGCTGGGGAGCCTGGGGACTTTCCACACC

G0275667-1.

seq(1>4885)

- |

CTGCTGGGGAGCCTGGGGACTTTCCACACH

4660 4670 468

TGGTTGCTAACTAATTGAGATGCATGCTTT

G0275667-1.

seq(1>4885)

TGGTTGCTAACTAATTGAGATGCATGCTTT
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4700

471

4690

GCATACTTCTGCCTGCTGGAATATTATTGA

G0275667-1.s5eq(1>4885)

GCATACTTCTGCCTGCTGGAATATTATTGH

4720 4730 474

AGCATTTATCAGGGTTATTGTCTCATGAGC

G0275667-1.seq(1>4885)

AGCATTTATCAGGGTTATTGTCTCATGAG(

4750 4760 477

GGATACATATTTGAATGTATTTAGAAAAAT

G0275667-1.seq(1>4885)

A08-D46341-G0275667-1 PUCH7-1.

8K-SEQF.

—
abl (1>531)—>

GGATACATATTTGAATGTATTTAGAAAAAT]
AAT]

4780 4790 480

AAACAAATAGGGGTTCCGCGCACATTTCCC

G0275667-1.seq(1>4885)

A08-D46341-G0275667-1 PUCH7-1.

8K-SEQF.

—
abl (1>531)—>

AAACAAATAGGGGTTCCGCGCACATTTCCA
AAACAAATAGGGGTTCCGCGCACATTTCCA

4810 4820 483

CGAAAAGTGCCACCTGACGTCTAAGAAACC

G0275667-1.seq(1>4885)

A08-D46341-G0275667-1 PUCH7-1.

8K-SEQF.

—
abl (1>531)—>

CGAAAAGTGCCACCTGACGTCTAAGAAAC(
CGAAAAGTGCCACCTGACGTCTAAGAAAC(

4840 4850 486

ATTATTATCATGACATTAACCTATAAAAAT

G0275667-1.seq(1>4885)

A08-D46341-G0275667-1 PUCH7-1.

8K-SEQF.

—
abl (1>531)—>

ATTATTATCATGACATTAACCTATAAAAAT
ATTATTATCATGACATTAACCTATAAAAAT

4870 4880 489

AGGCGTATCACGAGGCCCTTTCGTCTCGCG

G0275667-1.seq(1>4885)

A08-D46341-G0275667-1 PUCH7-1.

8K-SEQF.

—
abl (1>531)—>

AGGCGTATCACGAGGCCCTTTCGTC
AGGCGTATCACGAGGCCCTTTCGTCTCGCG

4900 4910 492

CGTTTCGGTGATGACGGTGAAAACCTCTGA

A08-D46341-G0275667-1 PUCH7-1.

8K-SEQF.

abl (1>531)— |

CGTTTCGGTGATGACGGTGAAAACCTCTGH

4930 4940 495

CACATGCAGCTCCCGGAGACGGTCACAGCT

A08-D46341-G0275667-1 PUCS57-1.

8K-SEQF.

abl (1>531)— |

CACATGCAGCTCCCGGAGACGGTCACAGCT]

4960 4970 498

TGTCTGTAAGCGGATGCCGGGAGCAGACAA

A08-D46341-G0275667-1 PUCS57-1.

8K-SEQF.

abl (1>531)— |

TGTCTGTAAGCGGATGCCGGGAGCAGACAN

4990

5000

501

GCCCGTCAGGGCGCGTCAGCGGGTGTTGGC

A08-D46341-G0275667-1 PUCH7-1.

8K-SEQF.

abl (1>531)— |

GCCCGTCAGGGCGCGTCAGCGGGTGTTGG]
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5020

5030

504

GGGTGTCGGGGCTGGCTTAACTATGCGGCA

A08-D46341-G0275667-1 PUCS7-1.

8K-SEQF.

abl (1>531)— |

GGGTGTCGGGGCTGGCTTAACTATGCGGCH

5050 5060 507

TCAGAGCAGATTGTACTGAGAGTGCACCAT

A08-D46341-G0275667-1 PUCH7-1.

8K-SEQF.

abl (1>531)— |

TCAGAGCAGATTGTACTGAGAGTGCACCAT

5080 5090 510

ATGCGGTGTGAAATACCGCACAGATGCGTA

A08-D46341-G0275667-1 PUCH7-1.

8K-SEQF.

abl (1>531)— |

ATGCGGTGTGAAATACCGCACAGATGCGTH

5110 5120 513

AGGAGAAAATACCGCATCAGGCGCCATTCG

A08-D46341-G0275667-1 PUC57-1

. 8K-SEQF.

abl (1>531)— |

AGGAGAAAATACCGCATCAGGCGCCATTCH

5140 5150 516

CCATTCAGGCTGCGCAACTGTTGGGAAGGG

A08-D46341-G0275667-1 PUCS57-1.

8K-SEQF.

abl (1>531)— |

CCATTCAGGCTGCGCAACTGTTGGGAAGGYH

5170 5180 519

CGATCGGTGCGGGCCTCTTCGCTATTACGC

A08-D46341-G0275667-1 PUCS57-1.

8K-SEQF.

abl (1>531)— |

CGATCGGTGCGGGCCTCTTCGCTATTACG(

5200 5210 522

CAGCTGGCGAAAGGGGGATGTGCTGCAAGG

A08-D46341-G0275667-1 PUCH7-1.

8K-SEQF.

abl (1>531)— |

CAGCTGGCGAAAGGGGGATGTGCTGCAAGYH

5230

5240

525

CGATTAAGTTGGGTAACGCCAGGGTTTTCC

A08-D46341-G0275667-1 PUCH7-1.

8K-SEQF.

abl (1>531)— |

CGATTAAGTTGGGTAACGCCAGGGTTTch

5260 5270 528

CAGTCACGACGTTGTAAAACGACGGCCAGT

A08-D46341-G0275667-1 PUCH7-1.

8K-SEQF.

abl (1>531)— |

CAGTCACGACGTTGTAAAACGACGGCCAGT]

5290

GCCAAGCTTTTCCAAAAA

A08-D46341-G0275667-1 PUCS57-1.

8K-SEQF.

abl (1>531)— |

GCCAAGCTTTTCCAAAAH




