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20 30

GCCTTCTATCGCCTTCTTGACGAGTTCTTCTG

G0272503-4.

seq(1>49406)

GCCTTCTATCGCCTTCTTGACGAGTTCTTCTq

40 50 60

AGCGGGACTCTGGGGTTCGAGAGCTCGCTTGG

G0272503-4.

seq(1>49406)

AGCGGGACTCTGGGGTTCGAGAGCTCGCTTG(

80

ACTCCTGTTGATAGATCCAGTAATGACCTCAG

G0272503-4.

seq(1>49406)

ACTCCTGTTGATAGATCCAGTAATGACCTCAq

100 110 120

AACTCCATCTGGATTTGTTCAGAACGCTCGGT

G0272503-4

.seq(1>49406)

AACTCCATCTGGATTTGTTCAGAACGCTCGGT]

130 140 150 160

TGCCGCCGGGCGTTTTTTATTGGTGAGAATCC

G0272503-4.

seq(1>49406)

TGCCGCCGGGCGTTTTTTATTGGTGAGAATCJ

170 180 190

AAGCACTAGGGACAGTAAGACGGGTAAGCCTG

G0272503-4.

seq(1>49406)

AAGCACTAGGGACAGTAAGACGGGTAAGCCT(

200 210 220

TTGATGATACCGCTGCCTTACTGGGTGCATTA

G0272503-4.

seq(1>49406)

TTGATGATACCGCTGCCTTACTGGGTGCATTH

230 240 250

GCCAGTCTGAATGACCTGTCACGGGATAATCC

G0272503-4

.seq(1>49406)

GCCAGTCTGAATGACCTGTCACGGGATAATC(

260 270 280

GAAGTGGTCAGACTGGAAAATCAGAGGGCAGG

G0272503-4.

seq(1>49406)

GAAGTGGTCAGACTGGAAAATCAGAGGGCAGQ

290 300 310 32C

AACTGCTGAACAGCAAAAAGTCAGATAGCACC

G0272503-4.

seq(1>49406)

AACTGCTGAACAGCAAAAAGTCAGATAGCACd

330 340 350

ACATAGCAGACCCGCCATAAAACGCCCTGAGA

G0272503-4.

seq(1>49406)

ACATAGCAGACCCGCCATAAAACGCCCTGAGH

360 370 380

AGCCCGTGACGGGCTTTTCTTGTATTATGGGT

G0272503-4

.seq(1>49406)

AGCCCGTGACGGGCTTTTCTTGTATTATGGGT]
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390 400 410

AGTTTCCTTGCATGAATCCATAAAAGGCGCCT

G0272503-4.

seq(1>49406)

AGTTTCCTTGCATGAATCCATAAAAGGCGCCﬂ

420 430 440

GTAGTGCCATTTACCCCCATTCACTGCCAGAG

G0272503-4.

seq(1>49406)

GTAGTGCCATTTACCCCCATTCACTGCCAGAQ

450 460 470 480

CCGTGAGCGCAGCGAACTGAATGTCACGAAAA

G0272503-4.

seq(1>49406)

CCGTGAGCGCAGCGAACTGAATGTCACGAAAN

490 500 510

AGACAGCGACTCAGGTGCCTGATGGTCGGAGA

G0272503-4

.seq(1>49406)

AGACAGCGACTCAGGTGCCTGATGGTCGGAGH

520 530 540

CAAAAGGAATATTCAGCGATTTGCCCGAGCTT

G0272503-4.

seq(1>49406)

CAAAAGGAATATTCAGCGATTTGCCCGAGCTﬂ

550 560 570

GCGAGGGTGCTACTTAAGCCTTTAGGGTTTTA

G0272503-4.

seq(1>49406)

GCGAGGGTGCTACTTAAGCCTTTAGGGTTTTA

580 590 600

AGGTCTGTTTTGTAGAGGAGCAAACAGCGTTT

G0272503-4.

seq(1>49406)

AGGTCTGTTTTGTAGAGGAGCAAACAGCGTTﬂ

610 620 630 640

GCGACATCCTTTTGTAATACTGCGGAACTGAC

G0272503-4

.seq(1>49406)

GCGACATCCTTTTGTAATACTGCGGAACTGA(

650 660 670

TAAAGTAGTGAGTTATACACAGGGCTGGGATC

G0272503-4.

seq(1>49406)

TAAAGTAGTGAGTTATACACAGGGCTGGGATq

680 690 700

TATTCTTTTTATCTTTTTTTATTCTTTCTTTA

G0272503-4.

seq(1>49406)

TATTCTTTTTATCTTTTTTTATTCTTTCTTTN

710 120 730

TTCTATAAATTATAACCACTTGAATATAAACA

G0272503-4.

seq(1>49406)

TTCTATAAATTATAACCACTTGAATATAAACN

740 750 760

AAAAAAACACACAAAGGTCTAGCGGAATTTAC

G0272503-4

.seq(1>49406)

AAAAAAACACACAAAGGTCTAGCGGAATTTAJ
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770 780 790 800

AGAGGGTCTAGCAGAATTTACAAGTTTTCCAG

G0272503-4.

seq(1>49406)

——)l AGAGGGTCTAGCAGAATTTACAAGTTTTCCAq

810 820 830

CAAAGGTCTAGCAGAATTTACAGATACCCACA

G0272503-4.

seq(1>49406)

——)l CAAAGGTCTAGCAGAATTTACAGATACCCACN

840 850 860

ACTCAAAGGAAAAGGACTAGTAATTATCATTG

G0272503-4.

seq(1>49406)

—> | ACTCAAAGGAAAAGGACTAGTAATTATCATT(

870 880 890

ACTAGCCCATCTCAATTGGTATAGTGATTAAA

G0272503-4.

seq(1>49406)

—> | ACTAGCCCATCTCAATTGGTATAGTGATTAAA

900 910 920

ATCACCTAGACCAATTGAGATGTATGTCTGAA

G0272503-4.

seq(1>49406)

——)l ATCACCTAGACCAATTGAGATGTATGTCTGAH

930 940 950 960

TTAGTTGTTTTCAAAGCAAATGAACTAGCGAT

G0272503-4.

seq(1>49406)

——)l TTAGTTGTTTTCAAAGCAAATGAACTAGCGAﬂ

970 980 990

TAGTCGCTATGACTTAACGGAGCATGAAACCA

G0272503-4.

seq(1>49406)

—> | TAGTCGCTATGACTTAACGGAGCATGAAACCH

1000 1010 1020

AGCTAATTTTATGCTGTGTGGCACTACTCAAC

G0272503-4.

seq(1>49406)

— | AGCTAATTTTATGCTGTGTGGCACTACTCAAJ

1030 1040 1050

CCCACGATTGAAAACCCTACAAGGAAAGAACG

G0272503-4.

seq(1>49406)

——)l CCCACGATTGAAAACCCTACAAGGAAAGAACG

1060 1070 1080

GACGGTATCGTTCACTTATAACCAATACGCTC

G0272503-4.

seq(1>49406)

——)l GACGGTATCGTTCACTTATAACCAATACGCTq

1090 1100 1110 112

AGATGATGAACATCAGTAGGGAAAATGCTTAT

G0272503-4.

seq(1>49406)

——)l AGATGATGAACATCAGTAGGGAAAATGCTTAﬂ

1130 1140 1150

GGTGTATTAGCTAAAGCAACCAGAGAGCTGAT

G0272503-4.

seq(1>49406)

— | GGTGTATTAGCTAAAGCAACCAGAGAGCTGAT]
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1160 1170 1180

GACGAGAACTGTGGAAATCAGGAATCCTTTGG

G0272503-4.

seq(1>49406)

——)l GACGAGAACTGTGGAAATCAGGAATCCTTTGQ

1190 1200 1210

TTAAAGGCTTTGAGATTTTCCAGTGGACAAAC

G0272503-4.

seq(1>49406)

——>| TTAAAGGCTTTGAGATTTTCCAGTGGACAAAq

1220 1230 1240

TATGCCAAGTTCTCAAGCGAAAAATTAGAATT

G0272503-4.

seq(1>49406)

—> | TATGCCAAGTTCTCAAGCGAAAAATTAGAATT

1250 1260 1270 128

AGTTTTTAGTGAAGAGATATTGCCTTATCTTT

G0272503-4

.seq(1>49406)

—> | AGTTTTTAGTGAAGAGATATTGCCTTATCTTT

1290 1300 1310

TCCAGTTAAAAAAATTCATAAAATATAATCTG

G0272503-4.

seq(1>49406)

——)l TCCAGTTAAAAAAATTCATAAAATATAATCTq

1320 1330 1340

GAACATGTTAAGTCTTTTGAAAACAAATACTC

G0272503-4.

seq(1>49406)

——)l GAACATGTTAAGTCTTTTGAAAACAAATACTq

1350 1360 1370

TATGAGGATTTATGAGTGGTTATTAAAAGAAC

G0272503-4.

seq(1>49406)

—> | TATGAGGATTTATGAGTGGTTATTAAAAGAA(

1380 1390 1400

TAACACAAAAGAAAACTCACAAGGCAAATATA

G0272503-4

.seq(1>49406)

— | TAACACAAAAGAAAACTCACAAGGCAAATATH

1410 1420 1430 144

GAGATTAGCCTTGATGAATTTAAGTTCATGTT

G0272503-4.

seq(1>49406)

——)l GAGATTAGCCTTGATGAATTTAAGTTCATGTﬂ

1450 1460 1470

AATGCTTGAAAATAACTACCATGAGTTTAAAA

G0272503-4.

seq(1>49406)

——)l AATGCTTGAAAATAACTACCATGAGTTTAAAN

1480 1490 1500

GGCTTAACCAATGGGTTTTGAAACCAATAAGT

G0272503-4.

seq(1>49406)

——)l GGCTTAACCAATGGGTTTTGAAACCAATAAGﬂ

1510 1520 1530

AAAGATTTAAACACTTACAGCAATATGAAATT

G0272503-4

.seq(1>49406)

— | AAAGATTTAAACACTTACAGCAATATGAAATT
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1540 1550 1560

GGTGGTTGATAAGCGAGGCCGCCCGACTGATA

G0272503-4.

seq(1>49406)

—> | GGTGGTTGATAAGCGAGGCCGCCCGACTGATA

1570 1580 1590 160

CGTTGATTTTCCAAGTTGAACTAGATAGACAA

G0272503-4.

seq(1>49406)

——)l CGTTGATTTTCCAAGTTGAACTAGATAGACAN

1610 1620 1630

ATGGATCTCGTAACCGAACTTGAGAACAACCA

G0272503-4.

seq(1>49406)

—> | ATGGATCTCGTAACCGAACTTGAGAACAACCH

1640 1650 1660

GATAAAAATGAATGGTGACAAAATACCAACAA

G0272503-4.

seq(1>49406)

— | GATAAAAATGAATGGTGACAAAATACCAACAA

1670 1680 1690

CCATTACATCAGATTCCTACCTACATAACGGA

G0272503-4.

seq(1>49406)

——)l CCATTACATCAGATTCCTACCTACATAACGGN

1700 1710 1720

CTAAGAAAAACACTACACGATGCTTTAACTGC

G0272503-4.

seq(1>49406)

——)l CTAAGAAAAACACTACACGATGCTTTAACTGq

1730 1740 1750 176

AAAAATTCAGCTCACCAGTTTTGAGGCAAAAT

G0272503-4.

seq(1>49406)

—> | AAAAATTCAGCTCACCAGTTTTGAGGCAAAAT

1770 1780 1790

TTTTGAGTGACATGCAAAGTAAGTATGATCTC

G0272503-4.

seq(1>49406)

— | TTTTGAGTGACATGCAAAGTAAGTATGATCT(

1800 1810 1820

AATGGTTCGTTCTCATGGCTCACGCAAAAACA

G0272503-4.

seq(1>49406)

——)l AATGGTTCGTTCTCATGGCTCACGCAAAAACN

1830 1840 1850

ACGAACCACACTAGAGAACATACTGGCTAAAT

G0272503-4.

seq(1>49406)

——)l ACGAACCACACTAGAGAACATACTGGCTAAAﬂ

1860 1870 1880

ACGGAAGGATCTGAGGTTCTTATGGCTCTTGT

G0272503-4.

seq(1>49406)

——)l ACGGAAGGATCTGAGGTTCTTATGGCTCTTGﬂ

1890 1900 1910 192

ATCTATCAGTGAAGCATCAAGACTAACAAACA

G0272503-4.

seq(1>49406)

— | ATCTATCAGTGAAGCATCAAGACTAACAAACH
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1930 1940 1950

AAAGTAGAACAACTGTTCACCGTTACATATCA

G0272503-4.

seq(1>49406)

——)l AAAGTAGAACAACTGTTCACCGTTACATATCN

1960 1970 1980

AAGGGAAAACTGTCCATATGCACAGATGAAAA

G0272503-4.

seq(1>49406)

——)l AAGGGAAAACTGTCCATATGCACAGATGAAAN

1990 2000 2010

CGGTGTAAAAAAGATAGATACATCAGAGCTTT

G0272503-4.

seq(1>49406)

—> | CGGTGTAAAAAAGATAGATACATCAGAGCTTT

2020 2030 2040

TACGAGTTTTTGGTGCATTCAAAGCTGTTCAC

G0272503-4.

seq(1>49406)

—> | TACGAGTTTTTGGTGCATTCAAAGCTGTTCAQ

2050 2060 2070 208

CATGAACAGATCGACAATGTAACAGATGAACA

G0272503-4.

seq(1>49406)

——)l CATGAACAGATCGACAATGTAACAGATGAACN

2090 2100 2110

GCATGTAACACCTAATAGAACAGGTGAAACCA

G0272503-4.

seq(1>49406)

——)l GCATGTAACACCTAATAGAACAGGTGAAACCN

2120 2130 2140

GTAAAACAAAGCAACTAGAACATGAAATTGAA

G0272503-4.

seq(1>49406)

—> | GTAAAACAAAGCAACTAGAACATGAAATTGAA

2150 2160 2170

CACCTGAGACAACTTGTTACAGCTCAACAGTC

G0272503-4.

seq(1>49406)

— | CACCTGAGACAACTTGTTACAGCTCAACAGT(

2180 2190 2200

ACACATAGACAGCCTGAAACAGGCGATGCTGC

G0272503-4.

seq(1>49406)

—> [ ACACATAGACAGCCTGAAACAGGCGATGCTG]

2210 2220 2230 224

TTATCGAATCAAAGCTGCCGACAACACGGGAG

G0272503-4.

seq(1>49406)

—> [ TTATCGAATCAAAGCTGCCGACAACACGGGA]

2250 2260 2270

CCAGTGACGCCTCCCGTGGGGAAAAAATCATG

G0272503-4.

seq(1>49406)

—> | CCAGTGACGCCTCCCGTGGGGAAAAAATCAT(

2280 2290 2300

GCAATTCTGGAAGAAATAGCGCTTTCAGCCGG

G0272503-4.

seq(1>49406)

— | GCAATTCTGGAAGAAATAGCGCTTTCAGCCGY
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2310 2320

2330

CAAACCGGCTGAAGCCGGATCTGCGATTCTGA

G0272503-4.seq(1>4946) —> | CAAACCGGCTGAAGCCGGATCTGCGATTCTGA
23&0 | 23P0 | 23@0 |

TAACAAACTAGCAACACCAGAACAGCCCGTTT

G0272503-4.seq(1>4946) —> | TAACAAACTAGCAACACCAGAACAGCCCGTTT

2370 | 23@0 | 2390 | 249

GCGGGCAGCAAAACCCGTACCCTAGGTCTAGG

G0272503-4.seq(1>4946) —> | GCGGGCAGCAAAACCCGTACCCTAGGTCTAGH

| 24}0 | 24@0 | 2490

GCGGCGGATTTGTCCTACTCAGGAGAGCGTTC

G0272503-4.seq(1>4946) —> | GCGGCGGATTTGTCCTACTCAGGAGAGCGTT(
| 24&0 24§o 2460

ACCGACAAACAACAGATAAAACGAAAGGCCCA

G0272503-4.seq(1>4946) —> | ACCGACAAACAACAGATAAAACGAAAGGCCCH

| 2470 | 24@0 | 2490
GTCTTTCGACTGAGCCTTTCGTTTTATTTGAT
G0272503-4.seq(1>4946) — | GTCTTTCGACTGAGCCTTTCGTTTTATTTGAT

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

abl (1>847)—>

CTTTCGTTTTATTTGAT

2500 2510 2520

GCCTCTAGAGCTTGCATGCCCAAGGAGATGGC

G0272503-4.segq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl (1>847)—>

GCCTCTAGAGCTTGCATGCCCAAGGAGATGGA
GCCTCTAGAGCTTGCATGCCCAAGGAGATGGA

2530 2540

2550

256

GCCCAACAGTCCCCCGGCCACGGGGCCTGCCA

G0272503-4.segq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl (1>847)—>

GCCCAACAGTCCCCCGGCCACGGGGCCTGCCA
GCCCAACAGTCCCCCGGCCACGGGGCCTGCCA

2570 2580 2590

CCATACCCACGCCGAAACAAGCGCTCATGAGC

G0272503-4.segq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl (1>847)—>

CCATACCCACGCCGAAACAAGCGCTCATGAGA
CCATACCCACGCCGAAACAAGCGCTCATGAGA

2600 2610 2620

CCGAAGTGGCGAGCCCGATCTTCCCCATCGGT

G0272503-4.segq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—

abl (1>847)—

CCGAAGTGGCGAGCCCGATCTTCCCCATCGGT
CCGAAGTGGCGAGCCCGATCTTCCCCATCGGT

2630 2640 2650

GATGTCGGCGATATAGGCGCCAGCAACCGCAC

G0272503-4.5eg(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—

abl (1>847)—

GATGTCGGCGATATAGGCGCCAGCAACCGCAC
GATGTCGGCGATATAGGCGCCAGCAACCGCAQ
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2660

2670

2680

CTGTGGCGCCGGTGATGCCGGCCACGATGCGT

G0272503-4.seq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl(1>847)—>

CTGTGGCGCCGGTGATGCCGGCCACGATGCGT
CTGTGGCGCCGGTGATGCCGGCCACGATGCGT

2690 2700 2710 272

CCGGCGTAGAGGATCGTATAATCCTTACTGCG

G0272503-4.segq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl(1>847)—>

CCGGCGTAGAGGATCGTATAATCCTTACTGCG
CCGGCGTAGAGGATCGTATAATCCTTACTGCG

2730 2740 2750

TTAAAGGCTTTTCTTAGGAAAGTTGGCCATTT

G0272503-4.seq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl(1>847)—>

TTAAAGGCTTTTCTTAGGAAAGTTGGCCATTT
TTAAAGGCTTTTCTTAGGAAAGTTGGCCATTT

2760

2770

2780

CTTAATTCAGCCATTAATTAAGAAATATTAAG

G0272503-4.segq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl (1>847)—>

CTTAATTCAGCCATTAATTAAGAAATATTAAG
CTTAATTCAGCCATTAATTAAGAAATATTAAG

2790 2800 2810

AATATTCCTGGCTATTTTCTCCTGTCAGAGTC

G0272503-4.segq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl (1>847)—>

AATATTCCTGGCTATTTTCTCCTGTCAGAGT(
AATATTCCTGGCTATTTTCTCCTGTCAGAGT(

2820 2830 2840

TATTGTTTTAGCCTGAAAAGCTAAAAAACGTT

G0272503-4.segq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl (1>847)—>

TATTGTTTTAGCCTGAAAAGCTAAAAAACGTT
TATTGTTTTAGCCTGAAAAGCTAAAAAACGTT

2850 2860 2870 288

AACCCAATGATTACACAAACAATAAAACTGGT

G0272503-4.segq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl (1>847)—>

AACCCAATGATTACACAAACAATAAAACTGGT
AACCCAATGATTACACAAACAATAAAACTGGT

2890 2900 2910

TCCTTTTTAGGCGACCGACGATCACTGTTAAA

G0272503-4.5eg(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl (1>847)—>

TCCTTTTTAGGCGACCGACGATCACTGTTAAN
TCCTTTTTAGGCGACCGACGATCACTGTTAAN

2920 2930 2940

ATTCGAAAAAGTATGGCAACACGCGGCTTTCA

G0272503-4.5eg(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl (1>847)—>

ATTCGAAAAAGTATGGCAACACGCGGCTTTCA
ATTCGAAAAAGTATGGCAACACGCGGCTTTCA

2950 2960 2970

CGCAATTGTAATTTTTAGTAATATGACGATGA

G0272503-4.5eg(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl(1>847)—>

CGCAATTGTAATTTTTAGTAATATGACGATGA
CGCAATTGTAATTTTTAGTAATATGACGATGA
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2980

2990

3000

AAAGTTTTTTAGAGTAGATTATAGTTAAATCA

G0272503-4.seq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl(1>847)—>

AAAGTTTTTTAGAGTAGATTATAGTTAAATCA
AAAGTTTTTTAGAGTAGATTATAGTTAAATCA

3010 3020 3030 304

TAAGGTGACGTGGGAAGTACCAGGTTAGTTAG

G0272503-4.segq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl(1>847)—>

TAAGGTGACGTGGGAAGTACCAGGTTAGTTAG
TAAGGTGACGTGGGAAGTACCAGGTTAGTTAQG

3050 3060 3070

TTGTATCCATCCCGAAGGTGTTCGGTTAGTTT

G0272503-4.seq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl(1>847)—>

TTGTATCCATCCCGAAGGTGTTCGGTTAGTTT
TTGTATCCATCCCGAAGGTGTTCGGTTAGTTT

3080

3090

3100

AAGCCACTAAAAAGGGGATGCATTATGGACGA

G0272503-4.segq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl (1>847)—>

AAGCCACTAAAAAGGGGATGCATTATGGACGA
AAGCCACTAAAAAGGGGATGCATTATGGACGH

3110 3120 3130

ATACTCACCCAAAAGACATGATATAGCACAGC

G0272503-4.segq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl (1>847)—>

ATACTCACCCAAAAGACATGATATAGCACAGC
ATACTCACCCAAAAGACATGATATAGCACAG(

3140 3150 3160

TTAAATTTCTTTGCGAAACCCTGTATCATGAC

G0272503-4.segq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl (1>847)—>

TTAAATTTCTTTGCGAAACCCTGTATCATGAC
TTAAATTTCTTTGCGAAACCCTGTATCATGAQ

3170 3180 3190 320

TGTCTTGCAAACCTTGAAGAAAGCAACCATGG

G0272503-4.segq(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl (1>847)—>

TGTCTTGCAAACCTTGAAGAAAGCAACCATGA
TGTCTTGCAAACCTTGAAGAAAGCAACCATGE

3210 3220 3230

CTGGGTTAATGACCCGACCTCAGCAGTCAACC

G0272503-4.5eg(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl (1>847)—>

CTGGGTTAATGACCCGACCTCAGCAGTCAACA
CTGGGTTAATGACCCGACCTCAGCAGTCAACA

3240 3250 3260

TGCAGCTCAATGAGCTGATAGAGATCCTCTAG

G0272503-4.5eg(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl (1>847)—>

TGCAGCTCAATGAGCTGATAGAGATCCTCTAJ
TGCAGCTCAATGAGCTGATAGAGATCCTCTAJ

3270 3280 3290

ATTTAAGAAGGAGATATACATATGGCATCCAC

G0272503-4.5eg(1>4946)

F12-D44927-G0272503-4 PMAL-C5X-SEQR.

—
abl(1>847)—>

ATTTAAGAAGGAGATATACATATGGCATCCA(G
ATTTAAGAAGGAGATATACATATGGCATCCA(
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3300 3310 3320

CGAGGACGTCATCAAGGAGTTCATGCGCTTCA

G0272503-4.
F12-D44927-G0272503-4 PMAL-C5X-SEQR.abl (1>847)—> | CGAGGACGTCATCAAGGAGTTCATGCGCTT

seq(1>49406)

—> | CGAGGACGTCATCAAGGAGTTCATGCGCTTCA

3330 3340 3350 336

AAGTGCGCATGGAGGGCTCCGTGAACGGCCAC

G0272503-4.

seq(1>49406)

—> | AAGTGCGCATGGAGGGCTCCGTGAACGGCCA(Q

3370 3380 3390

GAGTTCGAGATCGAGGGCGAGGGCGAGGGCCG

G0272503-4.

seq(1>49406)

—> | GAGTTCGAGATCGAGGGCGAGGGCGAGGGCCY

3400 3410 3420

CCCCTACGAGGGCACCCAGACCGCCAAGCTGA

G0272503-4

.seq(1>49406)

—> | CCCCTACGAGGGCACCCAGACCGCCAAGCTGH

3430 3440 3450

AGGTGACCAAGGGCGGCCCCCTGCCCTTCGCC

G0272503-4.

seq(1>49406)

—> | AGGTGACCAAGGGCGGCCCCCTGCCCTTCGC]

3460 3470 3480

TGGGACATCCTGTCCCCCCAGTTCCAGTACGG

G0272503-4.

seq(1>49406)

—> | TGGGACATCCTGTCCCCCCAGTTCCAGTACGY

3490 3500 3510 352

CTCCAAGGTGTACGTGAAGCACCCCGCCGACA

G0272503-4.

seq(1>49406)

—> | CTCCAAGGTGTACGTGAAGCACCCCGCCGACH

3530 3540 3550

TCCCCGACTACAAGAAGCTGTCCTTCCCCGAG

G0272503-4.

seq(1>49406)

—> | TCCCCGACTACAAGAAGCTGTCCTTCCCCGAQ

3560 3570 3580

GGCTTCAAGTGGGAGCGCGTGATGAACTTCGA

G0272503-4.

seq(1>49406)

—> | GGCTTCAAGTGGGAGCGCGTGATGAACTTCGA

3590 3600 3610

GGACGGCGGCGTGGTGACCGTGACCCAGGACT

G0272503-4.

seq(1>49406)

—> | GGACGGCGGCGTGGTGACCGTGACCCAGGACT

3620 3630 3640

CCTCCCTGCAGGACGGCTGCTTCATCTACAAG

G0272503-4.

seq(1>49406)

—> | CCTCCCTGCAGGACGGCTGCTTCATCTACAAG

3650 3660 3670 368

GTGAAGTTCATCGGCGTGAACTTCCCCTCCGA

G0272503-4.

seq(1>49406)

—> | GTGAAGTTCATCGGCGTGAACTTCCCCTCCGH
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3690 3700 3710

CGGCCCCGTAATGCAGAAGAAGACTATGGGCT

G0272503-4.

seq(1>49406)

—> | CGGCCCCGTAATGCAGAAGAAGACTATGGGCT

3720 3730 3740

GGGAGCCCTCCACCGAGCGCCTGTACCCCCGC

G0272503-4.

seq(1>49406)

—> | GGGAGCCCTCCACCGAGCGCCTGTACCCCCG(

3750 3760 3770

GACGGCGTGCTGAAGGGCGAGATCCACAAGGC

G0272503-4.

seq(1>49406)

—> | GACGGCGTGCTGAAGGGCGAGATCCACAAGG(

3780 3790 3800

CCTGAAGCTGAAGGACGGCGGCCACTACCTGG

G0272503-4

.seq(1>49406)

—> | CCTGAAGCTGAAGGACGGCGGCCACTACCTGY

3810 3820 3830 384

TGGAGTTCAAGTCCATCTACATGGCCAAGAAG

G0272503-4.

seq(1>49406)

——)l TGGAGTTCAAGTCCATCTACATGGCCAAGAAG

3850 3860 3870

CCCGTGCAACTGCCCGGCTACTACTACGTGGA

G0272503-4.

seq(1>49406)

—> | CCCGTGCAACTGCCCGGCTACTACTACGTGGA

3880 3890 3900

CACCAAGCTGGACATCACCTCCCACAACGAGG

G0272503-4.

seq(1>49406)

—> | CACCAAGCTGGACATCACCTCCCACAACGAGH

3910 3920 3930

ACTACACCATCGTGGAGCAGTACGAACGCACC

G0272503-4

.seq(1>49406)

—> | ACTACACCATCGTGGAGCAGTACGAACGCAC

3940 3950 3960

GAGGGCCGCTACCACCTGTTCCTGTAGAAGCT

G0272503-4.

seq(1>49406)

—> | GAGGGCCGCTACCACCTGTTCCTGTAGAAGCT

3970 3980 3990 400

TCGAGGTGAAGACGAAAGGGCCTCGTGATACG

G0272503-4.

seq(1>49406)

—> | TCGAGGTGAAGACGAAAGGGCCTCGTGATACH

4010 4020 4030

CCTATTTTTATAGGTTAATGTCATGATAATAA

G0272503-4.

seq(1>49406)

——)l CCTATTTTTATAGGTTAATGTCATGATAATAN

4040 4050 4060

TGGTTTCTTAGACGTCGGAATTGCCAGCTGGG

G0272503-4

.seq(1>49406)

— | TGGTTTCTTAGACGTCGGAATTGCCAGCTGGY
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4070 4080 4090

GCGCCCTCTGGTAAGGTTGGGAAGCCCTGCAA

G0272503-4.

seq(1>49406)

—> | GCGCCCTCTGGTAAGGTTGGGAAGCCCTGCAA

4100 4110 4120

AGTAAACTGGATGGCTTTCTTGCCGCCAAGGA

G0272503-4.

seq(1>49406)

—> | AGTAAACTGGATGGCTTTCTTGCCGCCAAGGA

4130 4140 4150 416

TCTGATGGCGCAGGGGATCAAGATCTGATCAA

G0272503-4.

seq(1>49406)

—> | TCTGATGGCGCAGGGGATCAAGATCTGATCAA

4170 4180 4190

GAGACAGGATGAGGATCGTTTCGCATGATTGA

G0272503-4

.seq(1>49406)

—> | GAGACAGGATGAGGATCGTTTCGCATGATTGA

4200 4210 4220

ACAAGATGGATTGCACGCAGGTTCTCCGGCCG

G0272503-4.

seq(1>49406)

—> | ACAAGATGGATTGCACGCAGGTTCTCCGGCCY

4230 4240 4250

CTTGGGTGGAGAGGCTATTCGGCTATGACTGG

G0272503-4.

seq(1>49406)

—> | CTTGGGTGGAGAGGCTATTCGGCTATGACTGY

4260 4270 4280

GCACAACAGACAATCGGCTGCTCTGATGCCGC

G0272503-4.

seq(1>49406)

—> | GCACAACAGACAATCGGCTGCTCTGATGCCG(

4290 4300 4310 432

CGTGTTCCGGCTGTCAGCGCAGGGGCGCCCGG

G0272503-4

.seq(1>49406)

— | CGTGTTCCGGCTGTCAGCGCAGGGGCGCCCGY

4330 4340 4350

TTCTTTTTGTCAAGACCGACCTGTCCGGTGCC

G0272503-4.

seq(1>49406)

—> [ TTCTTTTTGTCAAGACCGACCTGTCCGGTGC]

4360 4370 4380

CTGAATGAACTGCAGGACGAGGCAGCGCGGCT

G0272503-4.

seq(1>49406)

—> [ CTGAATGAACTGCAGGACGAGGCAGCGCGGCT

4390 4400 4410

ATCGTGGCTGGCCACGACGGGCGTTCCTTGCG

G0272503-4.

seq(1>49406)

—> | ATCGTGGCTGGCCACGACGGGCGTTCCTTGCY

4420 4430 4440

CAGCTGTGCTCGACGTTGTCACTGAAGCGGGA

G0272503-4

.seq(1>49406)

— | CAGCTGTGCTCGACGTTGTCACTGAAGCGGGH
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4450 4460 4470 448

AGGGACTGGCTGCTATTGGGCGAAGTGCCGGG

G0272503-4.

seq(1>49406)

—> | AGGGACTGGCTGCTATTGGGCGAAGTGCCGGY

4490 4500 4510

GCAGGATCTCCTGTCATCTCACCTTGCTCCTG

G0272503-4.

seq(1>49406)

—> [ GCAGGATCTCCTGTCATCTCACCTTGCTCCTJ

4520 4530 4540

CCGAGAAAGTATCCATCATGGCTGATGCAATG

G0272503-4.

seq(1>49406)

—> | CCGAGAAAGTATCCATCATGGCTGATGCAAT(

4550 4560 4570

CGGCGGCTGCATACGCTTGATCCGGCTACCTG

G0272503-4.

seq(1>49406)

—> | CGGCGGCTGCATACGCTTGATCCGGCTACCT(

4580 4590 4600

CCCATTCGACCACCAAGCGAAACATCGCATCG

G0272503-4.

seq(1>49406)

—> | CCCATTCGACCACCAAGCGAAACATCGCATCH

4610 4620 4630 464

AGCGAGCACGTACTCGGATGGAAGCCGGTCTT

G0272503-4.

seq(1>49406)

—> | AGCGAGCACGTACTCGGATGGAAGCCGGTCTT

4650 4660 4670

GTCGATCAGGATGATCTGGACGAAGAGCATCA

G0272503-4.

seq(1>49406)

—> | GTCGATCAGGATGATCTGGACGAAGAGCATCH

4680 4690 4700

GGGGCTCGCGCCAGCCGAACTGTTCGCCAGGC

G0272503-4.

seq(1>49406)

— | GGGGCTCGCGCCAGCCGAACTGTTCGCCAGGJ

4710 4720 4730

TCAAGGCGCGCATGCCCGACGGCGAGGATCTC

G0272503-4.

seq(1>49406)

—> | TCAAGGCGCGCATGCCCGACGGCGAGGATCT(

4740 4750 4760

GTCGTGACCCATGGCGATGCCTGCTTGCCGAA

G0272503-4.

seq(1>49406)

—> | GTCGTGACCCATGGCGATGCCTGCTTGCCGAA

4770 4780 4790 480

TATCATGGTGGAAAATGGCCGCTTTTCTGGAT

G0272503-4.

seq(1>49406)

—> | TATCATGGTGGAAAATGGCCGCTTTTCTGGAT

4810 4820 4830

TCATCGACTGTGGCCGGCTGGGTGTGGCGGAC

G0272503-4.

seq(1>49406)

— | TCATCGACTGTGGCCGGCTGGGTGTGGCGGAJ
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4840 4850 4860

CGCTATCAGGACATAGCGTTGGCTACCCGTGA

G0272503-4.

seq(1>49406)

CGCTATCAGGACATAGCGTTGGCTACCCGTGH

4870 4880 4890

TATTGCTGAAGAGCTTGGCGGCGAATGGGCTG

G0272503-4.

seq(1>49406)

TATTGCTGAAGAGCTTGGCGGCGAATGGGCTQ

4900 4910 4920

ACCGCTTCCTCGTGCTTTACGGTATCGCCGCT

G0272503-4.

seq(1>49406)

- |

ACCGCTTCCTCGTGCTTTACGGTATCGCCGCT

4930 4940

CCCGATTCGCAGCGCATC

G0272503-4.

seq(1>49406)

—> | CCCGATTCGCAGCGCAT(




