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10 20 30 40 50 60 70

ATCGACCTGTCTCAGCTGGGAGGCGACAAAAGGCCGGCGGCCACGAAAAAGGCCGGCCAGGCAAAAAAGAAAAA
G0205729-1.seq(1>15890) —> | ATCGACCTGTCTCAGCTGGGAGGCGACAAAAGGCCGGCGGCCACGAAAAAGGCCGGCCAGGCAAAAAAGAAAAA

80 90 100 110 120 130 140

GTAAGAATTCGCGGCCGCACTCGAGATATCTAGACCCAGCTTTCTTGTACAAAGTGGTTGATAACAGCGACTAC
G0205729-1.seq(1>15890) —> [ GTAAGAATTCGCGGCCGCACTCGAGATATCTAGACCCAGCTTTCTTGTACAAAGTGGTTGATAACAGCGACTAQ

150 160 170 180 190 200 210 220

AAGGATGACGATGACAAGGCTTAGAGCTCGAATTTCCCCGATCGTTCAAACATTTGGCAATAAAGTTTCTTAAG
G0205729-1.seq(1>15890) —> [ AAGGATGACGATGACAAGGCTTAGAGCTCGAATTTCCCCGATCGTTCAAACATTTGGCAATAAAGTTTCTTAAQ

230 240 250 260 270 280 290

ATTGAATCCTGTTGCCGGTCTTGCGATGATTATCATATAATTTCTGTTGAATTACGTTAAGCATGTAATAATTA
G0205729-1.seq(1>15890) —> [ ATTGAATCCTGTTGCCGGTCTTGCGATGATTATCATATAATTTCTGTTGAATTACGT TAAGCATGTAATAATTA

300 310 320 330 340 350 360 370

ACATGTAATGCATGACGTTATTTATGAGATGGGTTTTTATGATTAGAGTCCCGCAATTATACATTTAATACGCG

G0205729-1.seq(1>15890) —> [ ACATGTAATGCATGACGTTATTTATGAGATGGGT T TTTATGATTAGAGTCCCGCAATTATACATTTAATACGCQ

380 390 400 410 420 430 440

ATAGAAAACAAAATATAGCGCGCAAACTAGGATAAATTATCGCGCGCGGTGTCATCTATGTTACTAGATCGGGA
G0205729-1.seq(1>15890) —> [ ATAGAAAACAAAATATAGCGCGCAAACTAGGATAAATTATCGCGCGCGGTGTCATCTATGT TACTAGATCGGGA

450 460 470 480 490 500 510

ATTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCA
G0205729-1.seq(1>15890) —> | ATTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCA

520 530 540 550 560 570 580 590

CATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCT

G0205729-1.seq(1>15890) —> [ CATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCT]
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GAATGGCGAATGCTAGAGCAGCTTGAGCTTGGATCAGATTGTCGTTTCCCGCCTTCAGTTTAAACTATCAGTGT

—> [ GAATGGCGAATGCTAGAGCAGCTTGAGCTTGGATCAGATTGTCGTTTCCCGCCTTCAGTTTAAACTATCAGTGT]

700 710 720 730 740

670 680 690
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
TTGACAGGATATATTGGCGGGTAAACCTAAGAGAAAAGAGCGTTTATTAGAATAATCGGATATTTAAAAGGGCG

—> [ TTGACAGGATATATTGGCGGGTAAACCTAAGAGAAAAGAGCGT T TATTAGAATAATCGGATATTTAAAAGGGCQ
800 810

G0205729-1.seq((1>15890)

G0205729-1.seq((1>15890)
770 780 790

750 760
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

TGAAAAGGTTTATCCGTTCGTCCATTTGTATGTGCATGCCAACCACAGGGTTCCCCTCGGGATCAAAGTACTTT
—> [ TGAAAAGGTTTATCCGTTCGTCCATTTGTATGTGCATGCCAACCACAGGGT TCCCCTCGGGATCAAAGTACTTT]
880

820 830 840 850 860 870
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

GATCCAACCCCTCCGCTGCTATAGTGCAGTCGGCTTCTGACGTTCAGTGCAGCCGTCTTCTGAAAACGACATGT
—> [ GATCCAACCCCTCCGCTGCTATAGTGCAGTCGGCTTCTGACGT TCAGTGCAGCCGTCTTCTGAAAACGACATGT]

I I 90IO ] 9:II-O I 92IO I 93I0 ] 9‘II-O I 95IO I 96IO

G0205729-1.seq(1>15890)

G0205729-1.seq(1>15890)
890

CGCACAAGTCCTAAGTTACGCGACAGGCTGCCGCCCTGCCCTTTTCCTGGCGTTTTCTTGTCGCGTGTTTTAGT
—> | CGCACAAGTCCTAAGTTACGCGACAGGCTGCCGCCCTGCCCTTTTCCTGGCGTTTTCTTGTCGCGTGTTTTAG
1020 1030

970 980 990 1000 1010
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

CGCATAAAGTAGAATACTTGCGACTAGAACCGGAGACATTACGCCATGAACAAGAGCGCCGCCGCTGGCCTGCT
—> [ CGCATAAAGTAGAATACT TGCGACTAGAACCGGAGACATTACGCCATGAACAAGAGCGCCGCCGCTGGCCTGCT]

1060 1070 1080 1090 1100 11}C

1040 1050
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
GGGCTATGCCCGCGTCAGCACCGACGACCAGGACTTGACCAACCAACGGGCCGAACTGCACGCGGCCGGCTGCA

—> | GGGCTATGCCCGCGTCAGCACCGACGACCAGGACTTGACCAACCAACGGGCCGAACTGCACGCGGCCGGCTGCA
1160 1170 1180

G0205729-1.seq(1>15890)

60205729-1.seq(1>15890)

60205729-1.seq(1>15890)
1140 1150

1120 1130 | | | |

Ll 11 I L L L 1 I L L L 1 I Ll 1L 1 I L L L1
CCAAGCTGTTTTCCGAGAAGATCACCGGCACCAGGCGCGCACCGCCCGGAGCTGGCCAGGATGCTTGACCACCTA
—> [ CCAAGCTGTTTTCCGAGAAGATCACCGGCACCAGGCGCGACCGCCCGGAGCTGGCCAGGATGCTTGACCACCTA

G0205729-1.seq((1>15890)
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1190 1200 1210 1220 1230 1240 1250

CGCCCTGGCGACGTTGTGACAGTGACCAGGCTAGACCGCCTGGCCCGCAGCACCCGCGACCTACTGGACATTGC
G0205729-1.seq(1>15890) —> [ CGCCCTGGCGACGTTGTGACAGTGACCAGGCTAGACCGCCTGGCCCGCAGCACCCGCGACCTACTGGACATTG]

1260 1270 1280 1290 1300 1310 1320 1330

CGAGCGCATCCAGGAGGCCGGCGCGGGCCTGCGTAGCCTGGCAGAGCCGTGGGCCGACACCACCACGCCGGCLG
G0205729-1.seq(1>15890) —> [ CGAGCGCATCCAGGAGGCCGGCGCGGGCCTGCGTAGCCTGGCAGAGCCGTGGGCCGACACCACCACGCCGGCC

1340 1350 1360 1370 1380 1390 1400

GCCGCATGGTGTTGACCGTGTTCGCCGGCATTGCCGAGTTCGAGCGTTCCCTAATCATCGACCGCACCCGGAGC
G0205729-1.seq(1>15890) —> [ GCCGCATGGTGTTGACCGTGTTCGCCGGCATTGCCGAGTTCGAGCGTTCCCTAATCATCGACCGCACCCGGAGQ

1410 1420 1430 1440 1450 1460 1470 148C

GGGCGCGAGGCCGCCAAGGCCCGAGGCGTGAAGTTTGGCCCCCGCCCTACCCTCACCCCGGCACAGATCGCGCA
G0205729-1.seq(1>15890) —> | GGGCGCGAGGCCGCCAAGGCCCGAGGCGTGAAGTTTGGCCCCCGCCCTACCCTCACCCCGGCACAGATCGCGCA

1490 1500 1510 1520 1530 1540 1550

CGCCCGCGAGCTGATCGACCAGGAAGGCCGCACCGTGAAAGAGGCGGCTGCACTGCTTGGCGTGCATCGCTCGA
G0205729-1.seq(1>15890) —> | CGCCCGCGAGCTGATCGACCAGGAAGGCCGCACCGTGAAAGAGGCGGCTGCACTGCTTGGCGTGCATCGCTCGA

1560 1570 1580 1590 1600 1610 1620

CCCTGTACCGCGCACTTGAGCGCAGCGAGGAAGTGACGCCCACCGAGGCCAGGCGGCGCGGTGCCTTCCGTGAG
G0205729-1.seq(1>15890) —> [ CCCTGTACCGCGCACTTGAGCGCAGCGAGGAAGTGACGCCCACCGAGGCCAGGCGGCGCGGTGCCTTCCGTGAQ

1630 1640 1650 1660 1670 1680 1690 1700

GACGCATTGACCGAGGCCGACGCCCTGGCGGCCGCCGAGAATGAACGCCAAGAGGAACAAGCATGAAACCGCAC
G0205729-1.seq(1>15890) —> [ GACGCATTGACCGAGGCCGACGCCCTGGCGGCCGCCGAGAATGAACGCCAAGAGGAACAAGCATGAAACCGCAQ

1710 1720 1730 1740 1750 1760 1770

CAGGACGGCCAGGACGAACCGTTTTTCATTACCGAAGAGATCGAGGCGGAGATGATCGCGGCCGGGTACGTGTT

G0205729-1.seq(1>15890) —> [ CAGGACGGCCAGGACGAACCGT T TTTCATTACCGAAGAGATCGAGGCGGAGATGATCGCGGCCGGGTACGTGTT]
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1780 1790 1800 1810 1820 1830 1840 185C

CGAGCCGCCCGCGCACGTCTCAACCGTGCGGCTGCATGAAATCCTGGCCGCGTTTGTCTGATGCCAAGCTGGCGG
G0205729-1.seq(1>15890) —> [ CGAGCCGCCCGCGCACGTCTCAACCGTGCGGCTGCATGAAATCCTGGCCGGTTTGTCTGATGCCAAGCTGGCGQ

1860 1870 1880 1890 1900 1910 1920

CCTGGCCGGCCAGCTTGGCCGCTGAAGAAACCCAGCGCCGCCGTCTAAAAAGGTGATGTGTATTTGAGTAAAAC
G0205729-1.seq(1>15890) —> [ CCTGGCCGGCCAGCTTGGCCGCTGAAGAAACCGAGCGCCGCCGTCTAAAAAGGTGATGTGTATTTGAGTAAAAQ

1930 1940 1950 1960 1970 1980 1990

AGCTTGCGTCATGCGGTCGCTGCGTATATGATGCGATGAGTAAATAAACAAATACGCAAGGGGAACGCATGAAG
G0205729-1.seq(1>15890) —> [ AGCTTGCGTCATGCGGTCGCTGCGTATATGATGCGATGAGTAAATAAACAAATACGCAAGGGGAACGCATGAAQG

2000 2010 2020 2030 2040 2050 2060 2070

GTTATCGCTGTACTTAACCAGAAAGGCGGGTCAGGCAAGACGACCATCGCAACCCATCTAGCCCGCGCCCTGCA
G0205729-1.seq(1>15890) —> | GTTATCGCTGTACTTAACCAGAAAGGCGGGTCAGGCAAGACGACCATCGCAACCCATCTAGCCCGCGCCCTGCA

2080 2090 2100 2110 2120 2130 2140

ACTCGCCGGGGCCGATGTTCTGTTAGTCGATTCCGATCCCCAGGGCAGTGCCCGCGATTGGGCGGCCGTGCGGG
G0205729-1.seq(1>15890) —> | ACTCGCCGGGGCCGATGTTCTGTTAGTCGATTCCGATCCCCAGGGCAGTGCCCGCGATTGGGCGGCCGTGCGG(

2150 2160 2170 2180 2190 2200 2210 222C

AAGATCAACCGCTAACCGTTGTCGGCATCGACCGCCCGACGATTGACCGCGACGTGAAGGCCATCGGCCGGCGC
G0205729-1.seq(1>15890) —> [ AAGATCAACCGCTAACCGTTGTCGGCATCGACCGCCCGACGAT TGACCGCGACGTGAAGGCCATCGGCCGGCGQ

2230 2240 2250 2260 2270 2280 2290

GACTTCGTAGTGATCGACGGAGCGCCCCAGGCGGCGGACTTGGCTGTGTCCGCGATCAAGGCAGCCGACTTCGT
G0205729-1.seq(1>15890) —> [ GACTTCGTAGTGATCGACGGAGCGCCCCAGGCGGCGGACTTGGCTGTGTCCGCGATCAAGGCAGCCGACTTCGT]

2300 2310 2320 2330 2340 2350 2360

GCTGATTCCGGTGCAGCCAAGCCCTTACGACATATGGGCCACCGCCGACCTGGTGGAGCTGGTTAAGCAGCGCA

G0205729-1.seq(1>15890) —> [ GCTGATTCCGGTGCAGCCAAGCCCTTACGACATATGGGCCACCGCCGACCTGGTGGAGCTGGT TAAGCAGCGCA
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2370 2380 2390 2400 2410 2420 2430 2440

TTGAGGTCACGGATGGAAGGCTACAAGCGGCCTTTGTCGTGTCGCGGGCGATCAAAGGCACGCGCATCGGCGGT

G0205729-1.

seq(1>15890)

—> [ TTGAGGTCACGGATGGAAGGCTACAAGCGGCCTTTGTCGTGTCGCGGGCGATCAAAGGCACGCGCATCGGCGGT]

2450 2460 2470 2480 2490 2500 2510

GAGGTTGCCGAGGCGCTGGCCGGGTACGAGCTGCCCATTCTTGAGTCCCGTATCACGCAGCGCGTGAGCTACCC

G0205729-1.

seq(1>15890)

— [ GAGGTTGCCGAGGCGCTGGCCGGGTACGAGCTGCCCATTCTTGAGTCCCGTATCACGCAGCGCGTGAGCTACC]

2520 2530 2540 2550 2560 2570 2580 259C

AGGCACTGCCGCCGCCGGCACAACCGTTCTTGAATCAGAACCCGAGGGCGACGCTGCCCGCGAGGTCCAGGCGC

G0205729-1.

seq(1>15890)

—> [ AGGCACTGCCGCCGCCGGCACAACCGTTCTTGAATCAGAACCCGAGGGCGACGCTGCCCGCGAGGTCCAGGCG]

2600 2610 2620 2630 2640 2650 2660

TGGCCGCTGAAATTAAATCAAAACTCATTTGAGTTAATGAGGTAAAGAGAAAATGAGCAAAAGCACAAACACGC

G0205729-1.

seq((1>15890)

—> [ TGGCCGCTGAAATTAAATCAAAACTCATT TGAGT TAATGAGGTAAAGAGAAAATGAGCAAAAGCACAAACACG(

2670 2680 2690 2700 2710 2720 2730

TAAGTGCCGGCCGTCCGAGCGCACGCAGCAGCAAGGCTGCAACGTTGGCCAGCCTGGCAGACACGCCAGCCATG

G0205729-1.

seq((1>15890)

—> | TAAGTGCCGGCCGTCCGAGCGCACGCAGCAGCAAGGCTGCAACGTTGGCCAGCCTGGCAGACACGCCAGCCAT(

2740 2750 2760 2770 2780 2790 2800 2810

AAGCGGGTCAACTTTCAGTTGCCGGCGGAGGATCACACCAAGCTGAAGATGTACGCGGTACGCCAAGGCAAGAC

G0205729-1.

seq(1>15890)

—> [ AAGCGGGTCAACT T TCAGTTGCCGGCGGAGGATCACACCAAGCTGAAGATGTACGCGGTACGCCAAGGCAAGAQ

2820 2830 2840 2850 2860 2870 2880

CATTACCGAGCTGCTATCTGAATACATCGCGCAGCTACCAGAGTAAATGAGCAAATGAATAAATGAGTAGATGA

G0205729-1

.seq(1>15890)

—> [ CATTACCGAGCTGCTATCTGAATACATCGCGCAGCTACCAGAGTAAATGAGCAAATGAATAAATGAGTAGATGA

2890 2900 2910 2920 2930 2940 2950 296C

ATTTTAGCGGCTAAAGGAGGCGGCATGGAAAATCAAGAACAACCAGGCACCGACGCCGTGGAATGCCCCATGTG

G0205729-1.

seq(1>15890)

—> [ ATTTTAGCGGCTAAAGGAGGCGGCATGGAAAATCAAGAACAACCAGGCACCGACGCCGTGGAATGCCCCATGTQ
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2970 2980 2990 3000 3010 3020 3030

TTGAGGAACGGGCGGTTGGCCAGGCGTAAGCGGCTGGGTTGCCTGCCGGCCCTGCAATGGCACTGGAACCCCCA

G0205729-1.

seq(1>15890)

—> [ TTGAGGAACGGGCGGTTGGCCAGGCGTAAGCGGCTGGGTTGCCTGCCGGCCCTGCAATGGCACTGGAACCCCCA

3040 3050 3060 3070 3080 3090 3100

AGCCCGAGGAATCGGCGTGAGCGGTCGCAAACCATCCGGCCCGGTACAAATCGGCGCGGCGCTGGGTGATGACC

G0205729-1.

seq(1>15890)

—> [ AGCCCGAGGAATCGGCGTGAGCGGTCGCAAACCATCCGGCCCGGTACAAATCGGCGCGGCGCTGGGTGATGAC]

3110 3120 3130 3140 3150 3160 3170 3180

TGGTGGAGAAGTTGAAGGCCGCGCAGGCCGCCCAGCGGCAACGCATCGAGGCAGAAGCACGCCCCGGTGAATCG

G0205729-1.

seq(1>15890)

—> [ TGGTGGAGAAGT TGAAGGCCGCGCAGGCCGCCCAGCGGCAACGCATCGAGGCAGAAGCACGCCCCGGTGAATCG

3190 3200 3210 3220 3230 3240 3250

TGGCAAGCGGCCGCTGATCGAATCCGCAAAGAATCCCGGCAACCGCCGGCAGCCGGTGCGCCGTCGATTAGGAA

G0205729-1.

seq((1>15890)

—> [ TGGCAAGCGGCCGCTGATCGAATCCGCAAAGAATCCCGGCAACCGCCGGCAGCCGGTGCGCCGTCGAT TAGGAA

3260 3270 3280 3290 3300 3310 3320 333C

GCCGCCCAAGGGCGACGAGCAACCAGATTTTTTCGTTCCGATGCTCTATGACGTGGGCACCCGCGATAGTCGCA

G0205729-1.

seq((1>15890)

—> [ GCCGCCCAAGGGCGACGAGCAACCAGATTTTTTCGTTCCGATGCTCTATGACGTGGGCACCCGCGATAGTCGCA

3340 3350 3360 3370 3380 3390 3400

GCATCATGGACGTGGCCGTTTTCCGTCTGTCGAAGCGTGACCGACGAGCTGGCGAGGTGATCCGCTACGAGCTT

G0205729-1.

seq(1>15890)

—> [ GCATCATGGACGTGGCCGTTTTCCGTCTGTCGAAGCGTGACCGACGAGCTGGCGAGGTGATCCGCTACGAGCTT]

3410 3420 3430 3440 3450 3460 3470

CCAGACGGGCACGTAGAGGTTTCCGCAGGGCCGGCCGGCATGGCCAGTGTGTGGGATTACGACCTGGTACTGAT

G0205729-1.

seq(1>15890)

—> [ CCAGACGGGCACGTAGAGGT T TCCGCAGGGCCGGCCGGCATGGCCAGTGTGTGGGATTACGACCTGGTACTGAT]

3480 3490 3500 3510 3520 3530 3540 3550

GGCGGTTTCCCATCTAACCGAATCCATGAACCGATACCGGGAAGGGAAGGGAGACAAGCCCGGCCGCGTGTTCC

G0205729-1.

seq(1>15890)

—> [ GGCGGTTTCCCATCTAACCGAATCCATGAACCGATACCGGGAAGGGAAGGGAGACAAGCCCGGCCGCGTGTTC]
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3560 3570 3580 3590 3600 3610 3620

GTCCACACGTTGCGGACGTACTCAAGTTCTGCCGGCGAGCCGATGGCGGAAAGCAGAAAGACGACCTGGTAGAA

G0205729-1.

seq(1>15890)

—> | GTCCACACGTTGCGGACGTACTCAAGTTCTGCCGGCGAGCCGATGGCGGAAAGCAGAAAGACGACCTGGTAGAA

3630 3640 3650 3660 3670 3680 3690 370C

ACCTGCATTCGGTTAAACACCACGCACGTTGCCATGCAGCGTACGAAGAAGGCCAAGAACGGCCGCCTGGTGAC

G0205729-1.

seq(1>15890)

—> [ ACCTGCATTCGGTTAAACACCACGCACGT TGCCATGCAGCGTACGAAGAAGGCCAAGAACGGCCGCCTGGTGA(

3710 3720 3730 3740 3750 3760 3770

GGTATCCGAGGGTGAAGCCTTGATTAGCCGCTACAAGATCGTAAAGAGCGAAACCGGGCGGCCGGAGTACATCG

G0205729-1.

seq(1>15890)

—> [ GGTATCCGAGGGTGAAGCCTTGATTAGCCGCTACAAGATCGTAAAGAGCGAAACCGGGCGGCCGGAGTACATCG

3780 3790 3800 3810 3820 3830 3840

AGATCGAGCTAGCTGATTGGATGTACCGCGAGATCACAGAAGGCAAGAACCCGGACGTGCTGACGGTTCACCCC

G0205729-1.

seq((1>15890)

—> [ AGATCGAGCTAGCTGATTGGATGTACCGCGAGATCACAGAAGGCAAGAACCCGGACGTGCTGACGGTTCACCC]

3850 3860 3870 3880 3890 3900 3910 3920

GATTACTTTTTGATCGATCCCGGCATCGGCCGTTTTCTCTACCGCCTGGCACGCCGCGCCGCAGGCAAGGCAGA

G0205729-1

.seq(1>15890)

—> [ GATTACTTTTTGATCGATCCCGGCATCGGCCGTTTTCTCTACCGCCTGGCACGCCGCGCCGCAGGCAAGGCAGA

3930 3940 3950 3960 3970 3980 3990

AGCCAGATGGTTGTTCAAGACGATCTACGAACGCAGTGGCAGCGCCGGAGAGTTCAAGAAGTTCTGTTTCACCG

G0205729-1.

seq(1>15890)

—> [ AGCCAGATGGT TGT TCAAGACGATCTACGAACGCAGTGGCAGCGCCGGAGAGTTCAAGAAGTTCTGT T TCACCQ

4000 4010 4020 4030 4040 4050 4060 407C

TGCGCAAGCTGATCGGGTCAAATGACCTGCCGGAGTACGATTTGCAAGGAGGAGGCGGGGCAGGCTGGCCCGATC

G0205729-1.

seq(1>15890)

—> | TGCGCAAGCTGATCGGGTCAAATGACCTGCCGGAGTACGATTTGAAGGAGGAGGCGGGGCAGGCTGGCCCGAT
A06-E14541-G0205729-1_M13-76.ab1(1>798)¢— TTGAAGGAGGAGGCGGGGCAGGCTGGCCCGAT

4080 4090 4100 4110 4120 4130 4140

CTAGTCATGCGCTACCGCAACCTGATCGAGGGCGAAGCATCCGCCGGTTCCTAATGTACGGCGAGCAGATGCTAGG

G0205729-1.

seq(1>15890)

—> | CTAGTCATGCGCTACCGCAACCTGATCGAGGGCGAAGCATCCGCCGGTTCCTAATGTACGGAGCAGATGCTAG
A06-E14541-G0205729-1 M13-76.ab1(1>798)¢— | CTAGTCATGCGCTACCGCAACCTGATCGAGGGCGAAGCATCCGCCGGTTCCTAATGTACGGAGCAGATGCTAG
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41?0 | 41@0 | 4170 | 41?0 | 4%90 | 4ZPO | 4%10 |
GCAAATTGCCCTAGCAGGGGAAAAAGGTCGAAAAGCACTCTTTCCTGTGAATAGCACGTACATTGGGAACCCAA
G0205729-1.seq(1>15890) —> | GCAAATTGCCCTAGCAGGGGAAAAAGGTCGAAAAGCACTCTTTCCTGTGAATAGCACGTACATTGGGAACCCAA
A06-E14541-G0205729-1 M13-76.ab1(1>798)¢— [ GCAAATTGCCCTAGCAGGGGAAAAAGGTCGAAAAGCACTCTTTCCTGTGAATAGCACGTACATTGGGAACCCAA
42?0 | 42?0 | 42ﬁ0 | 42?0 | 4ZPO | 4%70 | 42?0 | 42?0
AGCCGTACATTGGGAACCGGAACCCGTACATTGGGAACCCAAAGCCGTACATTGGGAACCGGTCACACATGTAA
G0205729-1.seq(1>15890) —> | AGCCGTACATTGGGAACCGGAACCCGTACATTGGGAACCCAAAGCCGTACATTGGGAACCGGTCACACATGTAA
A06-E14541-G0205729-1 M13-76.ab1(1>798)¢— [ AGCCGTACATTGGGAACCGGAACCCGTACATTGGGAACCCAAAGCCGTACATTGGGAACCGGTCACACATGTAA
| 43PO | 43}0 | 43?0 | 43?0 | 4BﬁO | 4%50 | 43FO |
GTGACTGATATAAAAGAGAAAAAAGGCGATTTTTCCGCCTAAAACTCTTTAAAACTTATTAAAACTCTTAAAAC
G0205729-1.seq(1>15890) —> | GTGACTGATATAAAAGAGAAAAAAGGCGATTTTTCCGCCTAAAACTCTTTAAAACTTATTAAAACTCTTAAAA
A06-E14541-G0205729-1 M13-76.ab1(1>798)¢— | GTGACTGATATAAAAGAGAAAAAAGGCGATTTTTCCGCCTAAAACTCTTTAAAACTTATTAAAACTCTTAAAA
4370 | 43?0 | 4390 | 44PO | 4ﬁ10 | 44?0 | 44?0 | 444C
CCGCCTGGCCTGTGCATAACTGTCTGGCCAGCGCACAGCCGAAGAGCTGCAAAAAGCGCCTACCCTTCGGTCGC
G0205729-1.seq(1>15890) —> | CCGCCTGGCCTGTGCATAACTGTCTGGCCAGCGCACAGCCGAAGAGCTGCAAAAAGCGCCTACCCTTCGGTCG
A06-E14541-G0205729-1 M13-76.ab1(1>798)¢— | CCGCCTGGCCTGTGCATAACTGTCTGGCCAGCGCACAGCCGAAGAGCTGCAAAAAGCGCCTACCCTTCGGTCG

4450 4460 4470 4480 4490 4500 4510

TGCGCTCCCTACGCCCCGCCGCTTCGCGTCGGCCTATCGCGGCCGCTGGCCGCTCAAAAATGGCTGGCCTACGG

60205729-1.seq(1>15890)

AO06-E14541-G0205729-1_M13-76.

H
ab1(1>798)¢—

TGCGCTCCCTACGCCCCGCCGCTTCGCGTCGGCCTATCGCGGCCGCTGGCCGCTCAAAAATGGCTGGCCTACG
TGCGCTCCCTACGCCCCGCCGCTTCGCGTCGGCCTATCGCGGCCGCTGGCCGCTCAAAAATGGCTGGCCTACG

4520 4530 4540 4550 4560 4570 4580

CCAGGCAATCTACCAGGGCGCGGACAAGCCGCGCCGTCGCCACTCGACCGCCGGCGCCCACATCAAGGCACCCT

60205729-1.seq(1>15890) —> [ CCAGGCAATCTACCAGGGCGCGGACAAGCCGCGCCGTCGCCACTCGACCGCCGGCGCCCACATCAAGGCACCT
AO6-E14541-G0205729-1 M13-76.ab1(1>798)¢— | CCAGGCAATCTACCAGGGCGCGGACAAGCCGCGCCGTCGCCACTCGACCGCCGGCGCCCACATCAAGGCACCC
4590 4600 4610 4620 4630 4640 4650 4660
GCCTCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTCTG
60205729-1.seq(1>15890) =

AO06-E14541-G0205729-1_M13-76.

ab1(1>798)¢—

GCCTCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTCT
GCCTCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTCT
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4670 4680 4690 4700 4710 4720 4730

TAAGCGGATGCCGGGAGCAGACAAGCCCGTCAGGGCGCGTCAGCGGGTGTTGCGCGGGTGTCGGGGCGCAGCCAT

G0205729-1.seq((1>15890)

— TAAGCGGATGCCGGGAGCAGACAAGCCCGTCAGGGCGCGTCAGCGGGTGTTGGCGGGTGTCGGGGCGCAGCCAH

A06-E14541-G0205729-1 M13-76.ab1(1>798)¢— | TAAGCGGATGCCGGGAGCAGACAAGCCCGTCAGGGCGCGTCAGCGGGTGTTGGCGGGTGTCGGGGCGCAGCCA

4740 4750 4760 4770 4780 4790 4800 481C

GACCCAGTCACGTAGCGATAGCGGAGTGTATACTGGCTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAGT

G0205729-1.seq((1>15890)

S GACCCAGTCACGTAGCGATAGCGGAGTGTATACTGGCTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAG”

A06-E14541-G0205729-1 M13-76.ab1(1>798)¢— | GACCCAGTCACGTAGCGATAGCGGAGTGTATACTGGCTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAG

4820 4830 4840 4850 4860 4870 4880

GCACCATATGCGGTGTGAAATACCGCACAGATGCGTAAGGAGAAAATACCGCATCAGGCGCTCTTCCGCTTCCT

G0205729-1.seq((1>15890)

— GCACCATATGCGGTGTGAAATACCGCACAGATGCGTAAGGAGAAAATACCGCATCAGGCGCTCTTCCGCTTCCw
A06-E14541-G0205729-1 M13-76.ab1(1>798)¢— | GCACCATATGCGGTGTGAAATACCG

4890 4900 4910 4920 4930 4940 4950

CGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGG

60205729-1.seq(1>15890)

—> [ CGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGG

4960 4970 4980 4990 5000 5010 5020 5030

TTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAA

G0205729-1.seq(1>15890)

—> [ TTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAA

5040 5050 5060 5070 5080 5090 5100

AAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTC

G0205729-1.seq(1>15890)

—> [ AAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGT(

5110 5120 5130 5140 5150 5160 5170 518C

AGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCT

G0205729-1.seq(1>15890)

—> [ AGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCT]

5190 5200 5210 5220 5230 5240 5250

GTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTC

G0205729-1.seq(1>15890)

—> [ GTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCT(
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5260 5270 5280 5290 5300 5310 5320

ACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGC
G0205729-1.seq(1>15890) —> [ ACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGQ

5330 5340 5350 5360 5370 5380 5390 5400

CCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCA
G0205729-1.seq(1>15890) —> | CCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCA

5410 5420 5430 5440 5450 5460 5470

GCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAA
G0205729-1.seq(1>15890) —> [ GCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGT TCTTGAAGTGGTGGCCTAA

5480 5490 5500 5510 5520 5530 5540 555C

CTACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTG
G0205729-1.seq(1>15890) —> [ CTACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGT TACCTTCGGAAAAAGAGTTQ

5560 5570 5580 5590 5600 5610 5620

GTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGC
G0205729-1.seq(1>15890) —> [ GTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTIGT TTGCAAGCAGCAGATTACGCGQ

5630 5640 5650 5660 5670 5680 5690

AGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACG
G0205729-1.seq(1>15890) —> [ AGAAAAAAAGGATCTCAAGAAGATCCTTTGATCT T TTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACQ

5700 5710 5720 5730 5740 5750 5760 5770

TTAAGGGATTTTGGTCATGCATTCTAGGTACTAAAACAATTCATCCAGTAAAATATAATATTTTATTTTCTCCC
G0205729-1.seq(1>15890) —> [ TTAAGGGATTTTGGTCATGCATTCTAGGTACTAAAACAATTCATCCAGTAAAATATAATATTTTATTTICTCC(

5780 5790 5800 5810 5820 5830 5840

AATCAGGCTTGATCCCCAGTAAGTCAAAAAATAGCTCGACATACTGTTCTTCCCCGATATCCTCCCTGATCGAC
G0205729-1.seq(1>15890) —> [ AATCAGGCTTGATCCCCAGTAAGTCAAAAAATAGCTCGACATACTGTTCTTCCCCGATATCCTCCCTGATCGAQ
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5850 5860 5870 5880 5890 5900 5910 592C

CGGACGCAGAAGGCAATGTCATACCACTTGTCCGCCCTGCCGCTTCTCCCAAGATCAATAAAGCCACTTACTTT

G0205729-1.

seq(1>15890)

—> [ CGGACGCAGAAGGCAATGTCATACCACTTGTCCGCCCTGCCGCTTCTCCCAAGATCAATAAAGCCACTTACTTT]

5930 5940 5950 5960 5970 5980 5990

GCCATCTTTCACAAAGATGTTGCTGTCTCCCAGGTCGCCGTGGGAAAAGACAAGTTCCTCTTCGGGCTTTTCCG

G0205729-1.

seq(1>15890)

—> [ GCCATCTTTCACAAAGATGTTGCTGTCTCCCAGGTCGCCGTGGGAAAAGACAAGTTCCTCTTCGGGCTTTTCCG

6000 6010 6020 6030 6040 6050 6060

TCTTTAAAAAATCATACAGCTCGCGCGGATCTTTAAATGGAGTGTCTTCTTCCCAGTTTTCGCAATCCACATCG

G0205729-1.

seq(1>15890)

—> [ TCTTTAAAAAATCATACAGCTCGCGCGGATCTTTAAATGGAGTGTCTTCTTCCCAGT T TTCGCAATCCACATCQ

6070 6080 6090 6100 6110 6120 6130 6140

GCCAGATCGTTATTCAGTAAGTAATCCAATTCGGCTAAGCGGCTGTCTAAGCTATTCGTATAGGGACAATCCGA

G0205729-1

.seq(1>15890)

—> | GCCAGATCGTTATTCAGTAAGTAATCCAATTCGGCTAAGCGGCTGTCTAAGCTATTCGTATAGGGACAATCCGA

6150 6160 6170 6180 6190 6200 6210

TATGTCGATGGAGTGAAAGAGCCTGATGCACTCCGCATACAGCTCGATAATCTTTTCAGGGCTTTGTTCATCTT

G0205729-1.

seq((1>15890)

—> [ TATGTCGATGGAGTGAAAGAGCCTGATGCACTCCGCATACAGCTCGATAATCTTTTCAGGGCTTTGTTCATCTT]

6220 6230 6240 6250 6260 6270 6280 629C

CATACTCTTCCGAGCAAAGGACGCCATCGGCCTCACTCATGAGCAGATTGCTCCAGCCATCATGCCGTTCAAAG

G0205729-1.

seq(1>15890)

—> [ CATACTCTTCCGAGCAAAGGACGCCATCGGCCTCACTCATGAGCAGATTGCTCCAGCCATCATGCCGTTCAAAG

6300 6310 6320 6330 6340 6350 6360

TGCAGGACCTTTGGAACAGGCAGCTTTCCTTCCAGCCATAGCATCATGTCCTTTTCCCGTTCCACATCATAGGT

G0205729-1

.seq(1>15890)

—> [ TGCAGGACCTTTGGAACAGGCAGCTTTCCTTCCAGCCATAGCATCATGTCCTTTTCCCGTTCCACATCATAGGT]

6370 6380 6390 6400 6410 6420 6430

GGTCCCTTTATACCGGCTGTCCGTCATTTTTAAATATAGGTTTTCATTTTCTCCCACCAGCTTATATACCTTAG

G0205729-1.

seq(1>15890)

—> [ GGTCCCTTTATACCGGCTGTCCGTCATTTTTAAATATAGGTITTCATTTTCICCCACCAGCTTATATACCTTAQ
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6440 6450 6460 6470 6480 6490 6500 6510

CAGGAGACATTCCTTCCGTATCTTTTACGCAGCGGTATTTTTCGATCAGTTTTTTCAATTCCGGTGATATTCTC

G0205729-1.

seq(1>15890)

- |

CAGGAGACATTCCTTCCGTATCTTTTACGCAGCGGTATTTTTCGATCAGTTTTTTCAATTCCGGTGATATTCT(

6520 6530 6540 6550 6560 6570 6580

ATTTTAGCCATTTATTATTTCCTTCCTCTTTTCTACAGTATTTAAAGATACCCCAAGAAGCTAATTATAACAAG

G0205729-1.

seq(1>15890)

ATTTTAGCCATTTATTATTTCCTTCCTCTTTTCTACAGTATTTAAAGATACCCCAAGAAGCTAATTATAACAAG

6590 6600 6610 6620 6630 6640 6650 666C

ACGAACTCCAATTCACTGTTCCTTGCATTCTAAAACCTTAAATACCAGAAAACAGCTTTTTCAAAGTTGTTTTC

G0205729-1.

seq(1>15890)

ACGAACTCCAATTCACTGTTCCTTGCATTCTAAAACCTTAAATACCAGAAAACAGCTTTTTCAAAGTIGITTI(

6670 6680 6690 6700 6710 6720 6730

AAAGTTGGCGTATAACATAGTATCGACGGAGCCGATTTTGAAACCGCGGTGATCACAGGCAGCAACGCTCTGTC

G0205729-1

.seq(1>15890)

AAAGTTGGCGTATAACATAGTATCGACGGAGCCGATTT TGAAACCGCGGTGATCACAGGCAGCAACGCTCTGT(

6740 6750 6760 6770 6780 6790 6800

ATCGTTACAATCAACATGCTACCCTCCGCGAGATCATCCGTGTTTCAAACCCGGCAGCTTAGTTGCCGTTCTTC

G0205729-1.

seq((1>15890)

—> [ ATCGTTACAATCAACATGCTACCCTCCGCGAGATCATCCGTGT T TCAAACCCGGCAGCTTAGTTGCCGTTCTTQ

6810 6820 6830 6840 6850 6860 6870 6880

CGAATAGCATCGGTAACATGAGCAAAGTCTGCCGCCTTACAACGGCTCTCCCGCTGACGCCGTCCCGGACTGAT

G0205729-1.

seq(1>15890)

- |

CGAATAGCATCGGTAACATGAGCAAAGTCTGCCGCCTTACAACGGCTCTCCCGCTGACGCCGTCCCGGACTGAT

6890 6900 6910 6920 6930 6940 6950

GGGCTGCCTGTATCGAGTGGTGATTTTGTGCCGAGCTGCCGGTCGGGGAGCTGTTGGCTGGCTGCGTGGCAGGAT

G0205729-1

.seq(1>15890)

GGGCTGCCTGTATCGAGTGGTGATTTTGTGCCGAGCTGCCGGTCGGGGAGCTGTTGGCTGGCTGGTGGCAGGAT

6960 6970 6980 6990 7000 7010 7020 703C

ATATTGTGGTGTAAACAAATTGACGCTTAGACAACTTAATAACACATTGCGGACGTTTTTAATGTACTGAATTA

G0205729-1.

seq(1>15890)

- |

ATATTGTGGTGTAAACAAATTGACGCT TAGACAACT TAATAACACATTGCGGACGTTTTTAATGTACTGAATTA
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7040 7050 7060 7070 7080 7090 7100

ACGCCGAATTAATTCGGGGGATCTGGATTTTAGTACTGGATTTTGGTTTTAGGAATTAGAAATTTTATTGATAG
G0205729-1.seq(1>15890) —> [ ACGCCGAATTAATTCGGGGGATCTGGATTTTAGTACTGGATTTTGGT I TTAGGAATTAGAAATTTTATTGATAQ

7110 7120 7130 7140 7150 7160 7170

AAGTATTTTACAAATACAAATACATACTAAGGGTTTCTTATATGCTCAACACATGAGCGAAACCCTATAGGAAC
G0205729-1.seq(1>15890) —> [ AAGTATTTTACAAATACAAATACATACTAAGGGTTTCTTATATGCTCAACACATGAGCGAAACCCTATAGGAAQ

7180 7190 7200 7210 7220 7230 7240 7250

CCTAATTCCCTTATCTGGGAACTACTCACACATTATTATGGAGAAACTCGAGCTTGTCGATCGACAGATCCCGG
G0205729-1.seq(1>15890) —> [ CCTAATTCCCTTATCTGGGAACTACTCACACATTATTATGGAGAAACTCGAGCTTGTCGATCGACAGATCCCGQ

7260 7270 7280 7290 7300 7310 7320

TCGGCATCTACTCTATTTCTTTGCCCTCGGACGAGTGCTGGGGCGTCGGTTTCCACTATCGGCGAGTACTTCTA

G0205729-1.seq(1>15890) —> [ TCGGCATCTACTCTATTTCTTTGCCCTCGGACGAGTGCTGGGGCGTCGGTTTCCACTATCGGCGAGTACTTCTA

7330 7340 7350 7360 7370 7380 7390 740C

CACAGCCATCGGTCCAGACGGCCGCGCTTCTGCGGGCGATTTGTGTACGCCCGACAGTCCCGGCTCCGGATCGG

G0205729-1.seq(1>15890) —> [ CACAGCCATCGGTCCAGACGGCCGCGCTTCTGCGGGCGATTTGTGTACGCCCGACAGTCCCGGCTCCGGATCGQ

7410 7420 7430 7440 7450 7460 7470

ACGATTGCGTCGCATCGACCCTGCGCCCAAGCTGCATCATCGAAATTGCCGTCAACCAAGCTCTGATAGAGTTG
G0205729-1.seq(1>15890) —> [ ACGATTGCGTCGCATCGACCCTGCGCCCAAGCTGCATCATCGAAATTGCCGTCAACCAAGCTCTGATAGAGTTQ

7480 7490 7500 7510 7520 7530 7540

GTCAAGACCAATGCGGAGCATATACGCCCGGAGTCGTGGCGATCCTGCAAGCTCCGGATGCCTCCGCTCGAAGT
G0205729-1.seq(1>15890) —> [ GTCAAGACCAATGCGGAGCATATACGCCCGGAGTCGTGGCGATCCTGCAAGCTCCGGATGCCTCCGCTCGAAGT]

7550 7560 7570 7580 7590 7600 7610 7620

AGCGCGTCTGCTGCTCCATACAAGCCAACCACGGCCTCCAGAAGAAGATGTTGGCGACCTCGTATTGGGAATCC

G0205729-1.seq(1>15890) —> [ AGCGCGTCTGCTGCTCCATACAAGCCAACCACGGCCTCCAGAAGAAGATGT TGGCGACCTCGTATTGGGAATC(
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7630 7640 7650 7660 7670 7680 7690

CCGAACATCGCCTCGCTCCAGTCAATGACCGCTGTTATGCGGCCATTGTCCGTCAGGACATTGTTGGAGCCGAA

G0205729-1.

seq(1>15890)

CCGAACATCGCCTCGCTCCAGTCAATGACCGCTGTTATGCGGCCATTGTCCGTCAGGACATTGTTGGAGCCGAA

7700 7710 7720 7730 7740 7750 7760 777C

ATCCGCGTGCACGAGGTGCCGGACTTCGGGGCAGTCCTCGGCCCAAAGCATCAGCTCATCGAGAGCCTGCGCGA

G0205729-1.

seq(1>15890)

ATCCGCGTGCACGAGGTGCCGGACTTCGGGGCAGTCCTCGGCCCAAAGCATCAGCTCATCGAGAGCCTGCGCGA

7780 7790 7800 7810 7820 7830 7840

CGGACGCACTGACGGTGTCGTCCATCACAGTTTGCCAGTGATACACATGGGGATCAGCAATCGCGCATATGAAA

G0205729-1.

seq(1>15890)

CGGACGCACTGACGGTGTCGTCCATCACAGTTTGCCAGTGATACACATGGGGATCAGCAATCGCGCATATGAAA

7850 7860 7870 7880 7890 7900 7910

TCACGCCATGTAGTGTATTGACCGATTCCTTGCGGTCCGAATGGGCCGAACCCGCTCGTCTGGCTAAGATCGGC

G0205729-1

.seq(1>15890)

—> [ TCACGCCATGTAGTGTATTGACCGATTCCTTGCGGTCCGAATGGGCCGAACCCGCTCGTCTGGCTAAGATCGG(

7920 7930 7940 7950 7960 7970 7980 7990

CGCAGCGATCGCATCCATAGCCTCCGCGACCGGTTGTAGAACAGCGGGCAGTTCGGTTTCAGGCAGGTCTTGCA

G0205729-1.

seq((1>15890)

—> [ CGCAGCGATCGCATCCATAGCCTCCGCGACCGGT TGTAGAACAGCGGGCAGTTCGGT T TCAGGCAGGTCTTGCA

8000 8010 8020 8030 8040 8050 8060

ACGTGACACCCTGTGAACGGCGGGAGATGCAATAGGTCAGGCTCTCGCTAAACTCCCCAATGTCAAGCACTTCC

G0205729-1.

seq(1>15890)

- |

ACGTGACACCCTGTGAACGGCGGGAGATGCAATAGGTCAGGCTCTCGCTAAACTCCCCAATGTCAAGCACTTC(

8070 8080 8090 8100 8110 8120 8130 814C

GGAATCGGGAGCGCGGCCGATGCAAAGTGCCGATAAACATAACGATCTTTGTAGAAACCATCGGCGCAGCTATT

G0205729-1

.seq(1>15890)

- |

GGAATCGGGAGCGCGGCCGATGCAAAGTGCCGATAAACATAACGATCTTTGTAGAAACCATCGGCGCAGCTATT

8150 8160 8170 8180 8190 8200 8210

TACCCGCAGGACATATCCACGCCCTCCTACATCGAAGCTGAAAGCACGAGATTCTTCGCCCTCCGAGAGCTGCA

G0205729-1.

seq(1>15890)

—> [ TACCCGCAGGACATATCCACGCCCTCCTACATCGAAGCTGAAAGCACGAGATTCTTCGCCCTCCGAGAGCTGCA
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8220 8230 8240 8250 8260 8270 8280

TCAGGTCGGAGACGCTGTCGAACTTTTCGATCAGAAACTTCTCGACAGACGTCGCGGTGAGTTCAGGCTTTTTC
G0205729-1.seq(1>15890) —> [ TCAGGTCGGAGACGCTGTCGAACTTTTCGATCAGAAACTTCTCGACAGACGTCGCGGTGAGTTCAGGCTTTTTQ

8290 8300 8310 8320 8330 8340 8350 8360

ATATCTCATTGCCCCCCGGATCTGCGAAAGCTCGAGAGAGATAGATTTGTAGAGAGAGACTGGTGATTTCAGCG
G0205729-1.seq(1>15890) —> [ ATATCTCATTGCCCCCCGGATCTGCGAAAGCTCGAGAGAGATAGATTTGTAGAGAGAGACTGGTGATTTCAGCQ

8370 8380 8390 8400 8410 8420 8430

TGTCCTCTCCAAATGAAATGAACTTCCTTATATAGAGGAAGGGTCTTGCGAAGGATAGTGGGATTGTGCGTCAT

G0205729-1.seq(1>15890) —> [ TGTCCTCTCCAAATGAAATGAACTTCCTTATATAGAGGAAGGGTCT TGCGAAGGATAGTGGGATTGTGCGTCAT]

8440 8450 8460 8470 8480 8490 8500 851C

CCCTTACGTCAGTGGAGATATCACATCAATCCACTTGCTTTGAAGACGTGGTTGGAACGTCTTCTTTTTCCACG
G0205729-1.seq(1>15890) —> [ CCCTTACGTCAGTGGAGATATCACATCAATCCACTTGCTTTGAAGACGTGGTTGGAACGTCTTCTTTTTCCACG

8520 8530 8540 8550 8560 8570 8580

ATGCTCCTCGTGGGTGGGGGTCCATCTTTGGGACCACTGTCGGCAGAGGCATCTTGAACGATAGCCTTTCCTTT

G0205729-1.seq(1>15890) —> [ ATGCTCCTCGTGGGTGGGGGTCCATCTTTGGGACCACTGTCGGCAGAGGCATCTTGAACGATAGCCTTTCCTTT]

8590 8600 8610 8620 8630 8640 8650

ATCGCAATGATGGCATTTGTAGGTGCCACCTTCCTTTTCTACTGTCCTTTTGATGAAGTGACAGATAGCTGGGC
G0205729-1.seq(1>15890) —> [ ATCGCAATGATGGCATTTGTAGGTGCCACCTTCCTTTTCTACTGICCTTTTGATGAAGTGACAGATAGCTGGG(

8660 8670 8680 8690 8700 8710 8720 8730

AATGGAATCCGAGGAGGTTTCCCGATATTACCCTTTGTTGAAAAGTCTCAATAGCCCTTTGGTCTTCTGAGACT
G0205729-1.seq(1>15890) —> [ AATGGAATCCGAGGAGGTTTCCCGATATTACCCTTTGT TGAAAAGTCTCAATAGCCCTTTGGTCTTCTGAGACT]

8740 8750 8760 8770 8780 8790 8800

GTATCTTTGATATTCTTGGAGTAGACGAGAGTGTCGTGCTCCACCATGTTCACATCAATCCACTTGCTTTGAAG
G0205729-1.seq(1>15890) —> [ GTATCTTTGATATTCTTGGAGTAGACGAGAGTGTCGTGCTCCACCATGT TCACATCAATCCACTTGCTTTGAAQ
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8810 8820 8830 8840 8850 8860 8870 888C

ACGTGGTTGGAACGTCTTCTTTTTCCACGATGCTCCTCGTGGGTGGGGGTCCATCTTTGGGACCACTGTCGGCA

G0205729-1.

seq(1>15890)

—> | ACGTGGTTGGAACGTCTTCTTTTTCCACGATGCTCCTCGTGGGTGGGGGTCCATCTTTGGGACCACTGTCGGCA

8890 8900 8910 8920 8930 8940 8950

GAGGCATCTTGAACGATAGCCTTTCCTTTATCGCAATGATGGCATTTGTAGGTGCCACCTTCCTTTTCTACTGT

G0205729-1.

seq(1>15890)

—> [ GAGGCATCTTGAACGATAGCCTTTCCTTTATCGCAATGATGGCATTTGTAGGTGCCACCTTCCTTTTCTACTGT]

8960 8970 8980 8990 9000 9010 9020

CCTTTTGATGAAGTGACAGATAGCTGGGCAATGGAATCCGAGGAGGTTTCCCGATATTACCCTTTGTTGAAAAG

G0205729-1

.seq(1>15890)

—> [ CCTTTTGATGAAGTGACAGATAGCTGGGCAATGGAATCCGAGGAGGTTTCCCGATATTACCCTTTGTTGAAAAQ

9030 9040 9050 9060 9070 9080 9090 9100

TCTCAATAGCCCTTTGGTCTTCTGAGACTGTATCTTTGATATTCTTGGAGTAGACGAGAGTGTCGTGCTCCACC

G0205729-1.

seq((1>15890)

—> [ TCTCAATAGCCCTTTGGTCTTCTGAGACTGTATCTTTGATATTCTTGGAGTAGACGAGAGTGTCGTGCTCCACQ

9110 9120 9130 9140 9150 9160 9170

ATGTTGGCAAGCTGCTCTAGCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTGG

G0205729-1.

seq((1>15890)

—> | ATGTTGGCAAGCTGCTCTAGCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTG(

9180 9190 9200 9210 9220 9230 9240 925C

CACGACAGGTTTCCCGACTGGAAAGCGGGCAGTGAGCGCAACGCAATTAATGTGAGTTAGCTCACTCATTAGGC

G0205729-1.

seq(1>15890)

—> [ CACGACAGGTT TCCCGACTGGAAAGCGGGCAGTGAGCGCAACGCAAT TAATGTGAGT TAGCTCACTCATTAGG(

9260 9270 9280 9290 9300 9310 9320

ACCCCAGGCTTTACACTTTATGCTTCCGGCTCGTATGTTGTGTGGAATTGTGAGCGGATAACAATTTCACACAG

G0205729-1

.seq(1>15890)

—> [ ACCCCAGGCTTTACACTTTATGCTTCCGGCTCGTATGTTGTGTGGAATTGTGAGCGGATAACAATTTCACACAG

9330 9340 9350 9360 9370 9380 9390

GAAACAGCTATGACATGATTACGCCAAGCTTAAGGAATCTTTAAACATACGAACAGATCACTTAAAGTTCTTCT

G0205729-1.

seq(1>15890)

—> [ GAAACAGCTATGACATGATTACGCCAAGCTTAAGGAATCT T TAAACATACGAACAGATCACTTAAAGTICTICH]
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9400 9410 9420 9430 9440 9450 9460 9470

GAAGCAACTTAAAGTTATCAGGCATGCATGGATCTTGGAGGAATCAGATGTGCAGTCAGGGACCATAGCACAAG

G0205729-1.

seq(1>15890)

- |

GAAGCAACTTAAAGTTATCAGGCATGCATGGATCTTGGAGGAATCAGATGTGCAGTCAGGGACCATAGCACAAG

9480 9490 9500 9510 9520 9530 9540

ACAGGCGTCTTCTACTGGTGCTACCAGCAAATGCTGGAAGCCGGGAACACTGGGTACGT TGGAAACCACGTGAT

G0205729-1.

seq(1>15890)

ACAGGCGTCTTCTACTGGTGCTACCAGCAAATGCTGGAAGCCGGGAACACTGGGTACGT TGGAAACCACGTGAT|

9550 9560 9570 9580 9590 9600 9610 962C

GTGAAGAAGTAAGATAAACTGTAGGAGAAAAGCATTTCGTAGTGGGCCATGAAGCCTTTCAGGACATGTATTGC

G0205729-1.

seq(1>15890)

GTGAAGAAGTAAGATAAACTGTAGGAGAAAAGCATTTCGTAGTGGGCCATGAAGCCTTTCAGGACATGTATTG(

9630 9640 9650 9660 9670 9680 9690

AGTATGGGCCGGCCCATTACGCAATTGGACGACAACAAAGACTAGTATTAGTACCACCTCGGCTATCCACATAG

G0205729-1

.seq(1>15890)

AGTATGGGCCGGCCCATTACGCAATTGGACGACAACAAAGACTAGTATTAGTACCACCTCGGCTATCCACATAG

9700 9710 9720 9730 9740 9750 9760

ATCAAAGCTGATTTAAAAGAGTTGTGCAGATGATCCGTGGCAGGAGACCGAGGTCTCGGTTTTAGAGCTAGAAA

G0205729-1.

seq((1>15890)

—> [ ATCAAAGCTGATT TAAAAGAGTTGTGCAGATGATCCGTGGCAGGAGACCGAGGTCTCGGT T TTAGAGCTAGAAA

9770 9780 9790 9800 9810 9820 9830 9840

TAGCAAGTTAAAATAAGGCTAGTCCGTTATCAACTTGAAAAAGTGGCACCGAGTCGGTGCTTTTTTGTTTTAGA

G0205729-1.

seq(1>15890)

—> | TAGCAAGTTAAAATAAGGCTAGTCCGTTATCAACTTGAAAAAGTGGCACCCAGTCGGTGCTTTTTTGTTTTAG

9850 9860 9870 9880 9890 9900 9910

GCTAGAAATAGCAAGTTAAAATAAGGCTAGTCCGTTTTTAGCGCGTGCATGCCTGCAGGTCCACAAATTCGGGT

G0205729-1

.seq(1>15890)

- |

GCTAGAAATAGCAAGT TAAAATAAGGCTAGTCCGTTTTTAGCGCGTGCATGCCTGCAGGTCCACAAATTCGGGT]

9920 9930 9940 9950 9960 9970 9980 999C

CAAGGCGGAAGCCAGCGCGCCACCCCACGTCAGCAAATACGGAGGCGCGGGGTTGACGGCGTCACCCGGTCCTA

G0205729-1.

seq(1>15890)

—> [ CAAGGCGGAAGCCAGCGCGCCACCCCACGTCAGCAAATACGGAGGCGCGGGGTTGACGGCGTCACCCGGTCCTA
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10000 10010 10020 10030 10040 10050 10060

ACGGCGACCAACAAACCAGCCAGAAGAAATTACAGTAAAAAAAAAGTAAATTGCACTTTGATCCACCTTTTATT
G0205729-1.seq(1>15890) —> | ACGGCGACCAACAAACCAGCCAGAAGAAATTACAGTAAAAAAAAAGTAAATTGCACTTTGATCCACCTTTTAT

10070 10080 10090 10100 10110 10120 10130

ACCTAAGTCTCAATTTGGATCACCCTTAAACCTATCTTTTCAATTTGGGCCGGGTTGTGGTTTGGACTACCATG
G0205729-1.seq(1>15890) —> [ ACCTAAGTCTCAATTTGGATCACCCTTAAACCTATCTTTTCAATTTGGGCCGGGTTGTGGT TTGGACTACCATQ

10140 10150 10160 10170 10180 10190 10200 10210

AACAACTTTTCGTCATGTCTAACTTCCCTTTCAGCAAACATATGAACCATATATAGAGGAGATCGGCCGTATAC
G0205729-1.seq(1>15890) —> [ AACAACTTTTCGTCATGTCTAACTTCCCTTTCAGCAAACATATGAACCATATATAGAGGAGATCGGCCGTATAQ

10220 10230 10240 10250 10260 10270 10280

TAGAGCTGATGTGTTTAAGGTCGTTGATTGCACGAGAAAAAAAAATCCAAATCGCAACAATAGCAAATTTATCT

G0205729-1.seq(1>15890) —> | TAGAGCTGATGTGTTTAAGGTCGTTGATTGCACGAGAAAAAAAAATCCAAATCGCAACAATAGCAAATTTATC

10290 10300 10310 10320 10330 10340 10350 1036

GGTTCAAAGTGAAAAGATATGTTTAAAGGTAGTCCAAAGTAAAACTTATAGATAATAAAATGTGGTCCAAAGCG

G0205729-1.seq(1>15890) —> [ GGTTCAAAGTGAAAAGATATGTTTAAAGGTAGTCCAAAGTAAAACT TATAGATAATAAAATGTGGTCCAAAGCG

10370 10380 10390 10400 10410 10420 10430

TAATTCACTCAAAAAAAATCAACGAGACGTGTACCAAACGGAGACAAACGGCATCTTCTCGAAATTTCCCAACC

G0205729-1.seq(1>15890) —> [ TAATTCACTCAAAAAAAATCAACGAGACGTGTACCAAACGGAGACAAACGGCATCTTCTCGAAATTTCCCAACQ

10440 10450 10460 10470 10480 10490 10500

GCTCGCTCGCCCGCCTCGTCTTCCCGGAAACCGCGGTGGTTTCAGCGTGGCGGATTCTCCAAGCAGACGGAGAC
G0205729-1.seq(1>15890) —> [ GCTCGCTCGCCCGCCTCGTCTTCCCGGAAACCGCGGTGGTTTCAGCGTGGCGGATTCTCCAAGCAGACGGAGA(

10510 10520 10530 10540 10550 10560 10570 10580

GTCACGGCACGGGACTCCTCCCACCACCCAACCGCCATAAATACCAGCCCCCTCATCTCCTCTCCTCGCATCAG

G0205729-1.seq(1>15890) —> [ GTCACGGCACGGGACTCCTCCCACCACCCAACCGCCATAAATACCAGCCCCCTCATCTCCTCTCCTCGCATCAQ
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10590 10600 10610 10620 10630 10640 10650

CTCCACCCCCGAAAAATTTCTCCCCAATCTCGCGAGGCTCTCGTCGTCGAATCGAATCCTCTCGCGTCCTCAAG

G0205729-1.

seq(1>15890)

—> [ CTCCACCCCCGAAAAATTTCTCCCCAATCTCGCGAGGCTCTCGTCGTCGAATCGAATCCTCTCGCGTCCTCAAG

10660 10670 10680 10690 10700 10710 10720 1073

GTACGCTGCTTCTCCTCTCCTCGCTTCGTTTCGATTCGATTTCGCGACGGGTGAGGTTGTTTTGTTGCTAGATCC

G0205729-1.

seq(1>15890)

—> [ GTACGCTGCTTCTCCTCTCCTCGCTTCGTTTCGATTCGATTTCGGACGGGTGAGGTTGTTTTGITGCTAGATC(

10740 10750 10760 10770 10780 10790 10800

GATTGGTGGTTAGGGTTGTCGATGTGATTATCGTGAGATGTTTAGGGGTTGTAGATCTGATGGTTGTGATTTGG

G0205729-1.

seq(1>15890)

—> [ GATTGGTGGTTAGGGTTGTCGATGTGATTATCGTGAGATGT T TAGGGGT TGTAGATCTGATGGTTGIGATTTGQ

10810 10820 10830 10840 10850 10860 10870

GCACGGTTGGTTCGATAGGTGGAATCGTGGTTAGGTTTTGGGATTGGATGTTGGTTCTGATGATTGGGGGGAAT

G0205729-1.

seq((1>15890)

—> [ GCACGGTTGGTTCGATAGGTGGAATCGTGGTTAGGTTT TGGGATTGGATGT TGGT TCTGATGATTGGGGGGAAT]

10880 10890 10900 10910 10920 10930 10940 10950

TTTTACGGTTAGATGAATTGTTGGATGATTCGATTGGGGAAATCGGTGTAGATCTGTTGGGGAATTGTGGAACT

G0205729-1.

seq((1>15890)

—> [ TTTTACGGTTAGATGAATTGT TGGATGAT TCGATTGGGGAAATCGGTGTAGATCTGT TGGGGAATTGTGGAACT]

10960 10970 10980 10990 11000 11010 11020

AGTCATGCCTGAGTGATTGGTGCGATTTGTAGCGTGTTCCATCTTGTAGGCCTTGTTGCGAGCATGTTCAGATC

G0205729-1.

seq(1>15890)

—> [ AGTCATGCCTGAGTGATTGGTGCGATTTGTAGCGTGTTCCATCTTGTAGGCCTTGT TGCGAGCATGT TCAGAT(

11030 11040 11050 11060 11070 11080 11090 1110¢

TACTGTTCCGCTCTTGATTGAGTTATTGGTGCCATGGGTTGGTGCAAACACAGGCTTTAATATGTTATATCTGT

G0205729-1

.seq(1>15890)

—> [ TACTGTTCCGCTCTTGATTGAGTTATTGGTGCCATGGGTTGGTGCAAACACAGGCTTTAATATGT TATATCTGT]

11110 11120 11130 11140 11150 11160 11170

TTTGTGTTTGATGTAGATCTGTAGGGTAGTTCTTCTTAGACATGGTTCAATTATGTAGCTTGTGCGTTTCGATT

G0205729-1.

seq(1>15890)

—> [ TTTGIGTTTGATGTAGATCTGTAGGGTAGTTCTTCITAGACATGGT TCAATTATGIAGCTTGTIGCGTTTCGATT]
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11180 11190 11200 11210 11220 11230 11240

TGATTTCATATGTTCACAGATTAGATAATGATGAACTCTTTTAATTAATTGTCAATGGTAAATAGGAAGTCTTG

G0205729-1.

seq(1>15890)

—> [ TGATTTCATATGTTCACAGATTAGATAATGATGAACTCTTTTAATTAATTGTCAATGGTAAATAGGAAGTCTTQ

11250 11260 11270 11280 11290 11300 11310 11320

TCGCTATATCTGTCATAATGATCTCATGTTACTATCTGCCAGTAATTTATGCTAAGAACTATATTAGAATATCA

G0205729-1.

seq(1>15890)

—> [ TCGCTATATCTGTCATAATGATCTCATGTTACTATCTGCCAGTAATTTATGCTAAGAACTATATTAGAATATCA

11330 11340 11350 11360 11370 11380 11390

TGTTACAATCTGTAGTAATATCATGTTACAATCTGTAGTTCATCTATATAATCTATTGTGGTAATTTCTTTTTA

G0205729-1.

seq(1>15890)

—> | TGTTACAATCTGTAGTAATATCATGTTACAATCTGTAGTTCATCTATATAATCTATTGTGGTAATTTCTTTTT.

11400 11410 11420 11430 11440 11450 11460 1147¢

CTATCTGTGTGAAGATTATTGCCACTAGTTCATTCTACTTATTTCTGAAGTTCAGGATACGTGTGCTGTTACTA

G0205729-1

.seq(1>15890)

—> [ CTATCTGTGTGAAGATTATTGCCACTAGT TCATTCTACTTATTTCTGAAGT TCAGGATACGTGTGCTGTTACTA

11480 11490 11500 11510 11520 11530 11540

CCTATCTGAATACATGTGTGATGTGCCTGTTACTATCTTTTTGAATACATGTATGTTCTGTTGGAATATGTTTG

G0205729-1.

seq((1>15890)

—> [ CCTATCTGAATACATGTGTGATGTGCCTGTTACTATCTTTTTGAATACATGTATGTTCTGTTGGAATATGTT1Q

11550 11560 11570 11580 11590 11600 11610

CTGTTTGATCCGTTGTTGTGTCCTTAATCTTGTGCTAGTTCTTACCCTATCTGTTTGGTGATTATTTCTTGCAG

G0205729-1.

seq(1>15890)

—> [ CTGTTTGATCCGTTGTTGIGICCTTAATCTTGIGCTAGTTCTTACCCTATCTGTTTGGIGATTATTTCITGCAQ

11620 11630 11640 11650 11660 11670 11680 11690

ATAGTTATCAACAAGTTTGTACAAAAAAGCAGGCTTCGAAGGAGATAGAACCAATTCTCTAAGGAAATACTTAA

G0205729-1

.seq(1>15890)

—> [ ATAGTTATCAACAAGTTTGTACAAAAAAGCAGGCTTCGAAGGAGATAGAACCAATTCTCTAAGGAAATACTTAA

11700 11710 11720 11730 11740 11750 11760

CCATGGACTATAAGGACCACGACGGAGACTACAAGGATCATGATATTGATTACAAAGACGATGACGATAAGATG

G0205729-1.

seq(1>15890)

—> [ CCATGGACTATAAGGACCACGACGGAGACTACAAGGATCATGATATTGATTACAAAGACGATGACGATAAGATQ
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11770 11780 11790 11800 11810 11820 11830 1184

GCCCCAAAGAAGAAGCGGAAGGTCGGTATCCACGGAGTCCCAGCAGCCGACAAGAAGTACAGCATCGGCCTGGA
G0205729-1.seq(1>15890) —> | GCCCCAAAGAAGAAGCGGAAGGTCGGTATCCACGGAGTCCCAGCAGCCGACAAGAAGTACAGCATCGGCCTGGA

11850 11860 11870 11880 11890 11900 11910

CATCGGCACCAACTCTGTGGGCTGGGCCGTGATCACCGACGAGTACAAGGTGCCCAGCAAGAAATTCAAGGTGC
G0205729-1.seq(1>15890) —> [ CATCGGCACCAACTCTGTGGGCTGGGCCGTGATCACCGACGAGTACAAGGTGCCCAGCAAGAAATTCAAGGTG(

11920 11930 11940 11950 11960 11970 11980

TGGGCAACACCGACCGGCACAGCATCAAGAAGAACCTGATCGGAGCCCTGCTGTTCGACAGCGGCGAAACAGCC

G0205729-1.seq(1>15890) —> [ TGGGCAACACCGACCGGCACAGCATCAAGAAGAACCTGATCGGAGCCCTGCTGT TCGACAGCGGCGAAACAGC(

11990 12000 12010 12020 12030 12040 12050 12060

GAGGCCACCCGGCTGAAGAGAACCGCCAGAAGAAGATACACCAGACGGAAGAACCGGATCTGCTATCTGCAAGA
G0205729-1.seq(1>15890) —> | GAGGCCACCCGGCTGAAGAGAACCGCCAGAAGAAGATACACCAGACGGAAGAACCGGATCTGCTATCTGCAAGA

12070 12080 12090 12100 12110 12120 12130

GATCTTCAGCAACGAGATGGCCAAGGTGGACGACAGCTTCTTCCACAGACTGGAAGAGTCCTTCCTGGTGGAAG
G0205729-1.seq(1>15890) —> | GATCTTCAGCAACGAGATGGCCAAGGTGGACGACAGCTTCTTCCACAGACTGGAAGAGTCCTTCCTGGTGGAA(Q

12140 12150 12160 12170 12180 12190 12200 1221¢

AGGATAAGAAGCACGAGCGGCACCCCATCTTCGGCAACATCGTGGACGAGGTGGCCTACCACGAGAAGTACCCC
G0205729-1.seq(1>15890) —> [ AGGATAAGAAGCACGAGCGGCACCCCATCTTCGGCAACATCGTGGACGAGGTGGCCTACCACGAGAAGTACCC(

12220 12230 12240 12250 12260 12270 12280

ACCATCTACCACCTGAGAAAGAAACTGGTGGACAGCACCGACAAGGCCGACCTGCGGCTGATCTATCTGGCCCT
G0205729-1.seq(1>15890) —> [ ACCATCTACCACCTGAGAAAGAAACTGGTGGACAGCACCGACAAGGCCGACCTGCGGCTGATCTATCTGGCCCT]

12290 12300 12310 12320 12330 12340 12350

GGCCCACATGATCAAGTTCCGGGGCCACTTCCTGATCGAGGGCGACCTGAACCCCGACAACAGCGACGTGGACA

G0205729-1.seq(1>15890) —> [ GGCCCACATGATCAAGTTCCGGGGCCACT TCCTGATCGAGGGCGACCTGAACCCCGACAACAGCGACGTGGACA
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12360 12370 12380 12390 12400 12410 12420 12430

AGCTGTTCATCCAGCTGGTGCAGACCTACAACCAGCTGTTCGAGGAAAACCCCATCAACGCCAGCGGCGTGGAC

G0205729-1.

seq(1>15890)

- |

AGCTGTTCATCCAGCTGGTGCAGACCTACAACCAGCTGTTCGAGGAAAACCCCATCAACGCCAGCGGCGTGGA(]

12440 12450 12460 12470 12480 12490 12500

GCCAAGGCCATCCTGTCTGCCAGACTGAGCAAGAGCAGACGGCTGGAAAATCTGATCGCCCAGCTGCCCGGCGA

G0205729-1.

seq(1>15890)

GCCAAGGCCATCCTGTCTGCCAGACTGAGCAAGAGCAGACGGCTGGAAAATCTGATCGCCCAGCTGCCCGGCGA

12510 12520 12530 12540 12550 12560 12570 1258

GAAGAAGAATGGCCTGTTCGGAAACCTGATTGCCCTGAGCCTGGGCCTGACCCCCAACTTCAAGAGCAACTTCG

G0205729-1.

seq(1>15890)

GAAGAAGAATGGCCTGT TCGGAAACCTGATTGCCCTGAGCCTGGGCCTGACCCCCAACTTCAAGAGCAACTTCQ

12590 12600 12610 12620 12630 12640 12650

ACCTGGCCGAGGATGCCAAACTGCAGCTGAGCAAGGACACCTACGACGACGACCTGGACAACCTGCTGGCCCAG

G0205729-1

.seq(1>15890)

ACCTGGCCGAGGATGCCAAACTGCAGCTGAGCAAGGACACCTACGACGACGACCTGGACAACCTGCTGGCCCAQG

12660 12670 12680 12690 12700 12710 12720

ATCGGCGACCAGTACGCCGACCTGTTTCTGGCCGCCAAGAACCTGTCCGACGCCATCCTGCTGAGCGACATCCT

G0205729-1.

seq((1>15890)

—> [ ATCGGCGACCAGTACGCCGACCTGTTTCTGGCCGCCAAGAACCTGTCCGACGCCATCCTGCTGAGCGACATCCT]

12730 12740 12750 12760 12770 12780 12790 12800

GAGAGTGAACACCGAGATCACCAAGGCCCCCCTGAGCGCCTCTATGATCAAGAGATACGACGAGCACCACCAGG

G0205729-1.

seq(1>15890)

- |

GAGAGTGAACACCGAGATCACCAAGGCCCCCCTGAGCGCCTCTATGATCAAGAGATACGACGAGCACCACCAGA

12810 12820 12830 12840 12850 12860 12870

ACCTGACCCTGCTGAAAGCTCTCGTGCGGCAGCAGCTGCCTGAGAAGTACAAAGAGATTTTCTTCGACCAGAGC

G0205729-1

.seq(1>15890)

ACCTGACCCTGCTGAAAGCTCTCGTGCGGCAGCAGCTGCCTGAGAAGTACAAAGAGATTTTCTTCGACCAGAG(

12880 12890 12900 12910 12920 12930 12940 1295

AAGAACGGCTACGCCGGCTACATTGACGGCGGAGCCAGCCAGGAAGAGTTCTACAAGTTCATCAAGCCCATCCT

G0205729-1.

seq(1>15890)

Y |

AAGAACGGCTACGCCGGCTACATTGACGGCGGAGCCAGCCAGGAAGAGT TCTACAAGT TCATCAAGCCCATCCT]
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12960 12970 12980 12990 13000 13010 13020

GGAAAAGATGGACGGCACCGAGGAACTGCTCGTGAAGCTGAACAGAGAGGACCTGCTGCGGAAGCAGCGGACCT
G0205729-1.seq(1>15890) —> [ GGAAAAGATGGACGGCACCGAGGAACTGCTCGTGAAGCTGAACAGAGAGGACCTGCTGCGGAAGCAGCGGACCT]

13030 13040 13050 13060 13070 13080 13090

TCGACAACGGCAGCATCCCCCACCAGATCCACCTGGGAGAGCTGCACGCCATTCTGCGGCGGCAGGAAGATTTT
G0205729-1.seq(1>15890) —> [ TCGACAACGGCAGCATCCCCCACCAGATCCACCTGGGAGAGCTGCACGCCATTCTGCGGCGGCAGGAAGATTTT]

13100 13110 13120 13130 13140 13150 13160 13170

TACCCATTCCTGAAGGACAACCGGGAAAAGATCGAGAAGATCCTGACCTTCCGCATCCCCTACTACGTGGGCCC

G0205729-1.seq(1>15890) —> [ TACCCATTCCTGAAGGACAACCGGGAAAAGATCGAGAAGATCCTGACCTTCCGCATCCCCTACTACGTGGGCC(

13180 13190 13200 13210 13220 13230 13240

TCTGGCCAGGGGAAACAGCAGATTCGCCTGGATGACCAGAAAGAGCGAGGAAACCATCACCCCCTGGAACTTCG

G0205729-1.seq(1>15890) —> [ TCTGGCCAGGGGAAACAGCAGATTCGCCTGGATGACCAGAAAGAGCGAGGAAACCATCACCCCCTGGAACTTCG

13250 13260 13270 13280 13290 13300 13310 1332

AGGAAGTGGTGGACAAGGGCGCTTCCGCCCAGAGCTTCATCGAGCGGATGACCAACTTCGATAAGAACCTGCCC
G0205729-1.seq(1>15890) —> | AGGAAGTGGTGGACAAGGGCGCTTCCGCCCAGAGCTTCATCGAGCGGATGACCAACT TCGATAAGAACCTGCC(

13330 13340 13350 13360 13370 13380 13390

AACGAGAAGGTGCTGCCCAAGCACAGCCTGCTGTACGAGTACTTCACCGTGTATAACGAGCTGACCAAAGTGAA
G0205729-1.seq(1>15890) —> [ AACGAGAAGGTGCTGCCCAAGCACAGCCTGCTGTACGAGTACT TCACCGTGTATAACGAGCTGACCAAAGTGAA

13400 13410 13420 13430 13440 13450 13460

ATACGTGACCGAGGGAATGAGAAAGCCCGCCTTCCTGAGCGGCGAGCAGAAAAAGGCCATCGTGGACCTGCTGT
G0205729-1.seq(1>15890) —> [ ATACGTGACCGAGGGAATGAGAAAGCCCGCCTTCCTGAGCGGCGAGCAGAAAAAGGCCATCGTGGACCTGCTGT]

13470 13480 13490 13500 13510 13520 13530 13540

TCAAGACCAACCGGAAAGTGACCGTGAAGCAGCTGAAAGAGGACTACTTCAAGAAAATCGAGTGCTTCGACTCC

G0205729-1.seq(1>15890) —> [ TCAAGACCAACCGGAAAGTGACCGTGAAGCAGCTGAAAGAGGACTACTTCAAGAAAATCGAGTGCTTCGACTC(
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13550 13560 13570 13580 13590 13600 13610

GTGGAAATCTCCGGCGTGGAAGATCGGTTCAACGCCTCCCTGGGCACATACCACGATCTGCTGAAAATTATCAA

G0205729-1.

seq(1>15890)

—> | GTGGAAATCTCCGGCGTGGAAGATCGGTTCAACGCCTCCCTGGGCACATACCACGATCTGCTGAAAATTATCAA

13620 13630 13640 13650 13660 13670 13680 1369

GGACAAGGACTTCCTGGACAATGAGGAAAACGAGGACATTCTGGAAGATATCGTGCTGACCCTGACACTGTTTG

G0205729-1.

seq(1>15890)

—> [ GGACAAGGACTTCCTGGACAATGAGGAAAACGAGGACATTCTGGAAGATATCGTGCTGACCCTGACACTGTTTQ

13700 13710 13720 13730 13740 13750 13760

AGGACAGAGAGATGATCGAGGAACGGCTGAAAACCTATGCCCACCTGTTCGACGACAAAGTGATGAAGCAGCTG

G0205729-1.

seq(1>15890)

—> [ AGGACAGAGAGATGATCGAGGAACGGCTGAAAACCTATGCCCACCTGT TCGACGACAAAGTGATGAAGCAGCTQ

13770 13780 13790 13800 13810 13820 13830

AAGCGGCGGAGATACACCGGCTGGGGCAGGCTGAGCCGGAAGCTGATCAACGGCATCCGGGACAAGCAGTCCGG

G0205729-1

.seq(1>15890)

—> [ AAGCGGCGGAGATACACCGGCTGGGGCAGGCTGAGCCGGAAGCTGATCAACGGCATCCGGGACAAGCAGTCCGQ

13840 13850 13860 13870 13880 13890 13900 13910

CAAGACAATCCTGGATTTCCTGAAGTCCGACGGCTTCGCCAACAGAAACTTCATGCAGCTGATCCACGACGACA

G0205729-1.

seq((1>15890)

—> [ CAAGACAATCCTGGATTTCCTGAAGTCCGACGGCTTCGCCAACAGAAACTTCATGCAGCTGATCCACGACGACA

13920 13930 13940 13950 13960 13970 13980

GCCTGACCTTTAAAGAGGACATCCAGAAAGCCCAGGTGTCCGGCCAGGGCGATAGCCTGCACGAGCACATTGCC

G0205729-1.

seq(1>15890)

—> [ GCCTGACCTTTAAAGAGGACATCCAGAAAGCCCAGGTGTCCGGCCAGGGCGATAGCCTGCACGAGCACATTGC(

13990 14000 14010 14020 14030 14040 14050 1406

AATCTGGCCGGCAGCCCCGCCATTAAGAAGGGCATCCTGCAGACAGTGAAGGTGGTGGACGAGCTCGTGAAAGT

G0205729-1

.seq(1>15890)

— [ AATCTGGCCGGCAGCCCCGCCATTAAGAAGGGCATCCTGCAGACAGTGAAGGTGGTGGACGAGCTCGTGAAAGT]

14070 14080 14090 14100 14110 14120 14130

GATGGGCCGGCACAAGCCCGAGAACATCGTGATCGAAATGGCCAGAGAGAACCAGACCACCCAGAAGGGACAGA

G0205729-1.

seq(1>15890)

—> [ GATGGGCCGGCACAAGCCCGAGAACATCGTGATCGAAATGGCCAGAGAGAACCAGACCACCCAGAAGGGACAGA
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14140 14150 14160 14170 14180 14190 14200

AGAACAGCCGCGAGAGAATGAAGCGGATCGAAGAGGGCATCAAAGAGCTGGGCAGCCAGATCCTGAAAGAACAC
G0205729-1.seq(1>15890) —> [ AGAACAGCCGCGAGAGAATGAAGCGGATCGAAGAGGGCATCAAAGAGCTGGGCAGCCAGATCCTGAAAGAACAQ

14210 14220 14230 14240 14250 14260 14270 14280

CCCGTGGAAAACACCCAGCTGCAGAACGCAGAAGCTGTACCTGTACTACCTGCAGAATGGGCGGGATATGTACGT
G0205729-1.seq(1>15890) —> [ CCCGTGGAAAACACCCAGCTGCAGAACGAGAAGCTGTACCTGTACTACCTGCAGAATGGGCGGGATATGTACGT]

14290 14300 14310 14320 14330 14340 14350

GGACCAGGAACTGGACATCAACCGGCTGTCCGACTACGATGTGGACCATATCGTGCCTCAGAGCTTTCTGAAGG
G0205729-1.seq(1>15890) —> [ GGACCAGGAACTGGACATCAACCGGCTGTCCGACTACGATGTGGACCATATCGTGCCTCAGAGCTTTCTGAAGQ

14360 14370 14380 14390 14400 14410 14420 1443

ACGACTCCATCGACAACAAGGTGCTGACCAGAAGCGACAAGAACCGGGGCAAGAGCGACAACGTGCCCTCCGAA
G0205729-1.seq(1>15890) —> | ACGACTCCATCGACAACAAGGTGCTGACCAGAAGCGACAAGAACCGGGGCAAGAGCGACAACGTGCCCTCCGAA

14440 14450 14460 14470 14480 14490 14500

GAGGTCGTGAAGAAGATGAAGAACTACTGGCGGCAGCTGCTGAACGCCAAGCTGATTACCCAGAGAAAGTTCGA
G0205729-1.seq(1>15890) —> | GAGGTCGTGAAGAAGATGAAGAACTACTGGCGGCAGCTGCTGAACGCCAAGCTGATTACCCAGAGAAAGTTCGA

14510 14520 14530 14540 14550 14560 14570

CAATCTGACCAAGGCCGAGAGAGGCGGCCTGAGCGAACTGGATAAGGCCGGCTTCATCAAGAGACAGCTGGTGG
G0205729-1.seq(1>15890) —> [ CAATCTGACCAAGGCCGAGAGAGGCGGCCTGAGCGAACTGGATAAGGCCGGCTTCATCAAGAGACAGCTGGTGQ

14580 14590 14600 14610 14620 14630 14640 14650

AAACCCGGCAGATCACAAAGCACGTGGCACAGATCCTGGACTCCCGGATGAACACTAAGTACGACGAGAATGAC
G0205729-1.seq(1>15890) —> [ AAACCCGGCAGATCACAAAGCACGTGGCACAGATCCTGGACTCCCGGATGAACACTAAGTACGACGAGAATGA(

14660 14670 14680 14690 14700 14710 14720

AAGCTGATCCGGGAAGTGAAAGTGATCACCCTGAAGTCCAAGCTGGTGTCCGATTTCCGGAAGGATTTCCAGTT
G0205729-1.seq(1>15890) —> [ AAGCTGATCCGGGAAGTGAAAGTGATCACCCTGAAGTCCAAGCTGGTGTCCGATTTCCGGAAGGATTTCCAGTT]




202149 H2H A MY 13:11
Project: Untitled.SQD Contig 1

Page 26

14730 14740 14750 14760 14770 14780 14790 1480

TTACAAAGTGCGCGAGATCAACAACTACCACCACGCCCACGACGCCTACCTGAACGCCGTCGTGGGAACCGCCC

G0205729-1.

seq(1>15890)

—> [ TTACAAAGTGCGCGAGATCAACAACTACCACCACGCCCACGACGCCTACCTGAACGCCGTCGTGGGAACCGCC]

14810 14820 14830 14840 14850 14860 14870

TGATCAAAAAGTACCCTAAGCTGGAAAGCGAGTTCGTGTACGGCGACTACAAGGTGTACGACGTGCGGAAGATG

G0205729-1.

seq(1>15890)

—> [ TGATCAAAAAGTACCCTAAGCTGGAAAGCGAGTTCGTGTACGGCGACTACAAGGTGTACGACGTGCGGAAGATQ

14880 14890 14900 14910 14920 14930 14940

ATCGCCAAGAGCGAGCAGGAAATCGGCAAGGCTACCGCCAAGTACTTCTTCTACAGCAACATCATGAACTTTTT

G0205729-1.

seq(1>15890)

—> [ ATCGCCAAGAGCGAGCAGGAAATCGGCAAGGCTACCGCCAAGTACTTCTTCTACAGCAACATCATGAACTTIT]

14950 14960 14970 14980 14990 15000 15010 15020

CAAGACCGAGATTACCCTGGCCAACGGCGAGATCCGGAAGCGGCCTCTGATCGAGACAAACGGCGAAACCGGGEG

G0205729-1.

seq((1>15890)

—> [ CAAGACCGAGATTACCCTGGCCAACGGCGAGATCCGGAAGCGGCCTCTGATCGAGACAAACGGCGAAACCGGGQ

15030 15040 15050 15060 15070 15080 15090

AGATCGTGTGGGATAAGGGCCGGGATTTTGCCACCGTGCGGAAAGTGCTGAGCATGCCCCAAGTGAATATCGTG

G0205729-1.

seq((1>15890)

—> [ AGATCGTGTGGGATAAGGGCCGGGATTTTGCCACCGTGCGGAAAGTGCTGAGCATGCCCCAAGTGAATATCGTQ

15100 15110 15120 15130 15140 15150 15160 1517¢

AAAAAGACCGAGGTGCAGACAGGCGGCTTCAGCAAAGAGTCTATCCTGCCCAAGAGGAACAGCGATAAGCTGAT

G0205729-1.

seq(1>15890)

—> [ AAAAAGACCGAGGTGCAGACAGGCGGCTTCAGCAAAGAGTCTATCCTGCCCAAGAGGAACAGCGATAAGCTGAT]

15180 15190 15200 15210 15220 15230 15240

CGCCAGAAAGAAGGACTGGGACCCTAAGAAGTACGGCGGCTTCGACAGCCCCACCGTGGCCTATTCTGTGCTGG

G0205729-1

.seq(1>15890)

—> [ CGCCAGAAAGAAGGACTGGGACCCTAAGAAGTACGGCGGCTTCGACAGCCCCACCGTGGCCTATTCTGTGCTGQ

15250 15260 15270 15280 15290 15300 15310

TGGTGGCCAAAGTGGAAAAGGGCAAGTCCAAGAAACTGCAAGAGTGTGAAAGAGCTGCTGGGGATCACCATCATG

G0205729-1.

seq(1>15890)

—> [ TGGTGGCCAAAGTGGAAAAGGGCAAGTCCAAGAAACTGAAGAGTGTGAAAGAGCTGCTGGGGATCACCATCATQ
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15320 15330 15340 15350 15360 15370 15380 15390

GAAAGAAGCAGCTTCGAGAAGAATCCCATCGACTTTCTGGAAGCCAAGGGCTACAAAGAAGTGAAAAAGGACCT

G0205729-1

-seq(1>15890)

—> [ GAAAGAAGCAGCTTCGAGAAGAATCCCATCGACTTTCTGGAAGCCAAGGGCTACAAAGAAGTGAAAAAGGACCT]

15400 15410 15420 15430 15440 15450 15460

GATCATCAAGCTGCCTAAGTACTCCCTGTTCGAGCTGGAAAACGGCCGGAAGAGAATGCTGGCCTCTGCCGGLCG

G0205729-1.

seq(1>15890)

—> [ GATCATCAAGCTGCCTAAGTACTCCCTGT TCGAGCTGGAAAACGGCCGGAAGAGAATGCTGGCCTCTGCCGGC

15470 15480 15490 15500 15510 15520 15530 1554

AACTGCAGAAGGGAAACGAACTGGCCCTGCCCTCCAAATATGTGAACTTCCTGTACCTGGCCAGCCACTATGAG

G0205729-1.

seq(1>15890)

—> [ AACTGCAGAAGGGAAACGAACTGGCCCTGCCCTCCAAATATGTGAACTTCCTGTACCTGGCCAGCCACTATGAQ

15550 15560 15570 15580 15590 15600 15610

AAGCTGAAGGGCTCCCCCGAGGATAATGAGCAGAAACAGCTGTTTGTGGAACAGCACAAGCACTACCTGGACGA

G0205729-1.

seq((1>15890)

—> | AAGCTGAAGGGCTCCCCCGAGGATAATGAGCAGAAACAGCTGTTTGTGGAACAGCACAAGCACTACCTGGACGA

15620 15630 15640 15650 15660 15670 15680

GATCATCGAGCAGATCAGCGAGTTCTCCAAGAGAGTGATCCTGGCCGACGCTAATCTGGACAAAGTGCTGTCCG

G0205729-1.

seq((1>15890)

—> | GATCATCGAGCAGATCAGCGAGTTCTCCAAGAGAGTGATCCTGGCCGACGCTAATCTGGACAAAGTGCTGTCCYH

15690 15700 15710 15720 15730 15740 15750 15760

CCTACAACAAGCACCGGGATAAGCCCATCAGAGAGCAGGCCGAGAATATCATCCACCTGTTTACCCTGACCAAT

G0205729-1.

seq(1>15890)

—> [ CCTACAACAAGCACCGGGATAAGCCCATCAGAGAGCAGGCCGAGAATATCATCCACCTGTTTACCCTGACCAAT]

15770 15780 15790 15800 15810 15820 15830

CTGGGAGCCCCTGCCGCCTTCAAGTACTTTGACACCACCATCGACCGGAAGAGGTACACCAGCACCAAAGAGGT

G0205729-1

.seq(1>15890)

—> [ CTGGGAGCCCCTGCCGCCTTCAAGTACTTTGACACCACCATCGACCGGAAGAGGTACACCAGCACCAAAGAGGT]

15840 15850 15860 15870 15880

GCTGGACGCCACCCTGATCCACCAGAGCATCACCGGCCTGTACGAGACACGG

G0205729-1

-seq(1>15890)

—> [ GCTGGACGCCACCCTGATCCACCAGAGCATCACCGGCCTGTACGAGACACGH




