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10 20 30 40 50 60

TTTGCGTATTGGGCGCCAGGGTGGTTTTTCTTTTCACCAGTGAGACGGGCAACAGCTGATTGCCCT

G0268117-1.

seq(1>7154)

—> [ TTTGCGTATTGGGCGCCAGGGTGGTTTTTCTTTTCACCAGTGAGACGGGCAACAGCTGATTGCCCT

70 80 90 100 110 120 130

TCACCGCCTGGCCCTGAGAGAGTTGCAGCAAGCGGTCCACGCTGGTTTGCCCCAGCAGGCGAAAAT

G0268117-1.

seq(1>7154)

—> [ TCACCGCCTGGCCCTGAGAGAGTTGCAGCAAGCGGTCCACGCTGGTT TGCCCCAGCAGGCGAAAAT

140 150 160 170 180 190

CCTGTTTGATGGTGGTTAACGGCGGGATATAACATGAGCTGTCTTCGGTATCGTCGTATCCCACTA

G0268117-1.

seq(1>7154)

—> [ CCTGTTTGATGGTGGTTAACGGCGGGATATAACATGAGCTGTCTTCGGTATCGTCGTATCCCACTA

200 210 220 230 240 250 260

CCGAGATATCCGCACCAACGCGCAGCCCGGACTCGGTAATGGCGCGCATTGCGCCCAGCGCCATCT

G0268117-1.

seq(1>7154)

—> [ CCGAGATATCCGCACCAACGCGCAGCCCGGACTCGGTAATGGCGCGCATTGCGCCCAGCGCCATCT]

270 280 290 300 310 320 330

GATCGTTGGCAACCAGCATCGCAGTGGGAACGATGCCCTCATTCAGCATTTGCATGGTTTGTTGAA

G0268117-1.

seq(1>7154)

—> [ GATCGTTGGCAACCAGCATCGCAGTGGGAACGATGCCCTCATTCAGCATTTGCATGGTTTGT TGAA

340 350 360 370 380 390

AACCGGACATGGCACTCCAGTCGCCTTCCCGTTCCGCTATCGGCTGAATTTGATTGCGAGTGAGAT

G0268117-1

.seq(1>7154)

—> [ AACCGGACATGGCACTCCAGTCGCCTTCCCGTTCCGCTATCGGCTGAATTTGATTGCGAGTGAGAT|

400 410 420 430 440 450 460

ATTTATGCCAGCCAGCCAGACGCAGACGCGCCGAGACAGAACTTAATGGGCCCGCTAACAGCGCGA

G0268117-1.

seq(1>7154)

—> | ATTTATGCCAGCCAGCCAGACGCAGACGCGCCGAGACAGAACTTAATGGGCCCGCTAACAGCGCGA

470 480 490 500 510 520

TTTGCTGGTGACCCAATGCGACCAGATGCTCCACGCCCAGTCGCGTACCGTCTTCATGGGAGAAAA

G0268117-1.

seq(1>7154)

—> [ TTTGCTGGTGACCCAATGCGACCAGATGCTCCACGCCCAGTCGCGTACCGTCT TCATGGGAGAAAA
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5?0 | 5?0 | 5?0 | 5?0 | 5?0 | 5?0 | 5?0

TAATACTGTTGATGGGTGTCTGGTCAGAGACATCAAGAAATAACGCCGGAACATTAGTGCAGGCAG

—> [ TAATACTGTTGATGGGTGTCTGGTCAGAGACATCAAGAAATAACGCCGGAACATTAGTGCAGGCAG

60268117-1.seq(1>7154)

| 690 | 6}0 | 6%0 | 6?0 | 6?0 | 6?0 | 6?0

CTTCCACAGCAATGGCATCCTGGTCATCCAGCGGATAGTTAATGATCAGCCCACTGACGCGTTGCG

—> [ CTTCCACAGCAATGGCATCCTGGTCATCCAGCGGATAGTTAATGATCAGCCCACTGACGCGTTGCE

60268117-1.seq(1>7154)

670 680 690 700 710 720

CGAGAAGATTGTGCACCGCCGCTTTACAGGCTTCGACGCCGCTTCGTTCTACCATCGACACCACCA

—> | CGAGAAGATTGTGCACCGCCGCTTTACAGGCTTCGACGCCGCTTCGTTCTACCATCGACACCACCA

G0268117-1.seq(1>7154)

7?0 | 7?0 | 7?0 | 7?0 | 7?0 | 7?0 | 7?0

CGCTGGCACCCAGTTGATCGGCGCGAGATTTAATCGCCGCGACAATTTGCGACGGCGCGTGCAGGG

—> [ CGCTGGCACCCAGTTGATCGGCGCGAGATTTAATCGCCGCGACAATTTGCGACGGCGCGTGCAGG(H

60268117-1.seq(1>7154)

800 810 820 830 840 850

CCAGACTGGAGGTGGCAACGCCAATCAGCAACGACTGTTTGCCCGCCAGTTGTTGTGCCACGCGGT
—> [ CCAGACTGGAGGTGGCAACGCCAATCAGCAACGACTGTTTGCCCGCCAGTTGTTGTGCCACGCGGT]

60268117-1.seq(1>7154)

8?0 | 8?0 | 8?0 | 8?0 | 990 | 9}0 | 9%0

TGGGAATGTAATTCAGCTCCGCCATCGCCGCTTCCACTTTTTCCCGCGTTTTCGCAGAAACGTGGC
—> [ TGGGAATGTAATTCAGCTCCGCCATCGCCGCTTCCACTTTTTCCCGCGTTTTCGCAGAAACGTGG(

60268117-1.seq(1>7154)

| 9?0 | 9%0 | 9?0 | 9?0 | 9?0 | 9?0 | 9?0
TGGCCTGGTTCACCACGCGGGAAACGGTCTGATAAGAGACACCGGCATACTCTGCGACATCGTATA

— [ TGGCCTGGTTCACCACGCGGGAAACGGTCTGATAAGAGACACCGGCATACTCTGCGACATCGTATA

60268117-1.seq(1>7154)

1000 1010 1020 | 1q30 | 1q40 | 1q50 |

L L L 1 I Ll L 1
ACGTTACTGGTTTCACATTCACCACCCTGAATTGACTCTCTTCCGGGCGCTATCATGCCATACCGC
—> [ ACGTTACTGGTTTCACATTCACCACCCTGAATTGACTCTCTTCCGGGCGCTATCATGCCATACCGQ

60268117-1.seq(1>7154)
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1060 1070 1080 1090 1100 1110 1120

GAAAGGTTTTGCACCATTCGATGGTGTCGGAATTTCGGGCAGCGTTGGGTCCTGGCCACGGGTGCG

G0268117-1.

seq(1>7154)

—> [ GAAAGGTTTTGCACCATTCGATGGTGTCGGAATTTCGGGCAGCGTTGGGTCCTGGCCACGGGTGCE

1130 1140 1150 1160 1170 1180

CATGATCTAGAGCTGCCTCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCC

G0268117-1.

seq(1>7154)

—> [ CATGATCTAGAGCTGCCTCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCC(

1190 1200 1210 1220 1230 1240 1250

GGAGACGGTCACAGCTTGTCTGTAAGCGGATGCCGGGAGCAGACAAGCCCGTCAGGGCGCGTCAGC

G0268117-1.

seq(1>7154)

—> [ GGAGACGGTCACAGCTTGTCTGTAAGCGGATGCCGGGAGCAGACAAGCCCGTCAGGGCGCGTCAG(

1260 1270 1280 1290 1300 1310 132(

GGGTGTTGGCGGGTGTCGGGGCGCAGCCATGACCCAGTCACGTAGCGATAGCGGAGTGTATACTGG

G0268117-1

.seq(1>7154)

—> [ GGGTGTTGGCGGGTGTCGGGGCGCAGCCATGACCCAGTCACGTAGCGATAGCGGAGTGTATACTG(H

1330 1340 1350 1360 1370 1380

CTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAGTGCACCATATGCGGTGTGAAATACCGCAC

G0268117-1.

seq(1>7154)

—> | CTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAGTGCACCATATGCGGTGTGAAATACCGCAQ

1390 1400 1410 1420 1430 1440 1450

AGATGCGTAAGGAGAAAATACCGCATCAGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGC

G0268117-1.

seq(1>7154)

—> [ AGATGCGTAAGGAGAAAATACCGCATCAGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCG(

1460 1470 1480 1490 1500 1510

TCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAA

G0268117-1

.seq(1>7154)

— [ TCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAA

1520 1530 1540 1550 1560 1570 1580

TCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAG

G0268117-1.

seq(1>7154)

—> [ TCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAG
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1590 1600 1610 1620 1630 1640 165(

GCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCA

G0268117-1.

seq(1>7154)

— [ GCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCA

1660 1670 1680 1690 1700 1710

AGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTC

G0268117-1.

seq(1>7154)

—> [ AGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCT(

1720 1730 1740 1750 1760 1770 1780

GTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGC

G0268117-1.

seq(1>7154)

—> [ GTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAG(

1790 1800 1810 1820 1830 1840

GTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTG

G0268117-1

.seq(1>7154)

—> [ GTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCT(Q

1850 1860 1870 1880 1890 1900 1910

GGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAG

G0268117-1.

seq(1>7154)

—> | GGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAG

1920 1930 1940 1950 1960 1970 198(

TCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCG

G0268117-1.

seq(1>7154)

—> [ TCCAACCCGGTAAGACACGACT TATCGCCACTGGCAGCAGCCACTGGTAACAGGAT TAGCAGAGCQH

1990 2000 2010 2020 2030 2040

AGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGGACA

G0268117-1

.seq(1>7154)

—> | AGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGGACA

2050 2060 2070 2080 2090 2100 2110

GTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCC

G0268117-1.

seq(1>7154)

—> [ GTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATC(Q
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2120 2130 2140 2150 2160 2170

GGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAA

G0268117-1.

seq(1>7154)

—> | GGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAA

2180 2190 2200 2210 2220 2230 2240

AAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCA

G0268117-1.

seq(1>7154)

—> [ AAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCA

2250 2260 2270 2280 2290 2300 231(

CGTTAAGGGATTTTGGTCATGGCGTTAAGGGATTTTGGTCATGAATTAATTCTTAGAAAAACTCAT

G0268117-1.

seq(1>7154)

—> [ CGTTAAGGGATTTTGGTCATGGCGTTAAGGGATTTTGGTCATGAATTAATTCT TAGAAAAACTCAT

2320 2330 2340 2350 2360 2370

CGAGCATCAAATGAAACTGCAATTTATTCATATCAGGATTATCAATACCATATTTTTGAAAAAGCC

G0268117-1

.seq(1>7154)

—> [ CGAGCATCAAATGAAACTGCAATTTATTCATATCAGGATTATCAATACCATATT T TTGAAAAAGC(

2380 2390 2400 2410 2420 2430 2440

GTTTCTGTAATGAAGGAGAAAACTCACCGAGGCAGTTCCATAGGATGGCAAGATCCTGGTATCGGT

G0268117-1.

seq(1>7154)

—> [ GTTTCTGTAATGAAGGAGAAAACTCACCGAGGCAGTTCCATAGGATGGCAAGATCCTGGTATCGGT]

2450 2460 2470 2480 2490 2500

CTGCGATTCCGACTCGTCCAACATCAATACAACCTATTAATTTCCCCTCGTCAAAAATAAGGTTAT

G0268117-1.

seq(1>7154)

—> [ CTGCGATTCCGACTCGTCCAACATCAATACAACCTATTAATTTCCCCTCGTCAAAAATAAGGT TAT|

2510 2520 2530 2540 2550 2560 2570

CAAGTGAGAAATCACCATGAGTGACGACTGAATCCGGTGAGAATGGCAAAAGTTTATGCATTTCTT

G0268117-1

.seq(1>7154)

—> | CAAGTGAGAAATCACCATGAGTGACGACTGAATCCGGTGAGAATGGCAAAAGTTTATGCATTTCT

2580 2590 2600 2610 2620 2630 264(

TCCAGACTTGTTCAACAGGCCAGCCATTACGCTCGTCATCAAAATCACTCGCATCAACCAAACCGT

G0268117-1.

seq(1>7154)

—> [ TCCAGACTTGTTCAACAGGCCAGCCATTACGCTCGTCATCAAAATCACTCGCATCAACCAAACCGT




20234 H7H E# 1 10:13
Project: Untitled.SQD Contig 1

Page 6

2650 2660 2670 2680 2690 2700

TATTCATTCGTGATTGCGCCTGAGCGAGACGAAATACGCGATCGCTGTTAAAAGGACAATTACAAA

G0268117-1.

seq(1>7154)

—> [ TATTCATTCGTGATTGCGCCTGAGCGAGACGAAATACGCGATCGCTGTTAAAAGGACAATTACAAA

2710 2720 2730 2740 2750 2760 2770

CAGGAATCGAATGCAACCGGCGCAGGAACACTGCCAGCGCATCAACAATATTTTCACCTGAATCAG

G0268117-1.

seq(1>7154)

—> [ CAGGAATCGAATGCAACCGGCGCAGGAACACTGCCAGCGCATCAACAATATTTTCACCTGAATCAG

2780 2790 2800 2810 2820 2830

GATATTCTTCTAATACCTGGAATGCTGTTTTCCCGGGGATCGCAGTGGTGAGTAACCATGCATCAT

G0268117-1.

seq(1>7154)

—> [ GATATTCTTCTAATACCTGGAATGCTGTTTTCCCGGGGATCGCAGTGGTGAGTAACCATGCATCAT]

2840 2850 2860 2870 2880 2890 2900

CAGGAGTACGGATAAAATGCTTGATGGTCGGAAGAGGCATAAATTCCGTCAGCCAGTTTAGTCTGA

G0268117-1.

seq(1>7154)

—> [ CAGGAGTACGGATAAAATGCTTGATGGTCGGAAGAGGCATAAATTCCGTCAGCCAGTTTAGTCTGA

2910 2920 2930 2940 2950 2960 297(

CCATCTCATCTGTAACATCATTGGCAACGCTACCTTTGCCATGTTTCAGAAACAACTCTGGCGCAT

G0268117-1.

seq(1>7154)

—> [ CCATCTCATCTGTAACATCATTGGCAACGCTACCTTTGCCATGTTTCAGAAACAACTCTGGCGCAT]

2980 2990 3000 3010 3020 3030

CGGGCTTCCCATACAATCGATAGATTGTCGCACCTGATTGCCCGACATTATCGCGAGCCCATTTAT

G0268117-1.

seq(1>7154)

—> [ CGGGCTTCCCATACAATCGATAGATTGTCGCACCTGAT TGCCCGACATTATCGCGAGCCCATTTAT|

3040 3050 3060 3070 3080 3090 3100

ACCCATATAAATCAGCATCCATGTTGGAATTTAATCGCGGCCTAGAGCAAGACGTTTCCCGTTGAA

G0268117-1

.seq(1>7154)

—> | ACCCATATAAATCAGCATCCATGTTGGAATTTAATCGCGGCCTAGAGCAAGACGTTTCCCGTTGAA

3110 3120 3130 3140 3150 3160

TATGGCTCATAACACCCCTTGTATTACTGTTTATGTAAGCAGACAGTTTTATTGTTCATGACCATG

G0268117-1.

seq(1>7154)

—> [ TATGGCTCATAACACCCCTTGTATTACTGTTTATGIAAGCAGACAGTTTTATIGI TCATGACCATQ
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3170

3180 3190 3200 3210 3220 3230

ACATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTTCACCTCGAGAAATCATAAAAA

G0268117-1.seq(1>7154) —> | ACATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTTCACCTCGAGAAATCATAAAAA
DO7-D42515-G0268117-1_G0268117-seqlr.abl(1>797)¢«— ATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTTCACCTCGAGAAATCATAAAAA
| SZﬁO | 32?0 | BZPO | 3%70 | 32?0 | 32?0 | 33P(
ATTTATTTGCTTTGTGAGCGGATAACAATTATAATAGATTCAATTGTGAGCGGATAACAATTTCAC

G0268117-1.seq(1>7154) —> | ATTTATTTGCTTTGTGAGCGGATAACAATTATAATAGATTCAATTGTGAGCGGATAACAATTTCA

D07-D42515-G0268117-1_G0268117-seqlr.abl(1>797)¢— | ATTTATTTGCTTTGTGAGCGGATAACAATTATAATAGATTCAATTGTGAGCGGATAACAATTTCA

| 3%10 | 33?0 | 33?0 | 33ﬁ0 | SBPO | 3%60 |
ACAGAATTCATTAAAGAGGAGAAATTAACTATGAGAGGATCGCATCACCATCACCATCACGGATCC

G0268117-1.seq(1>7154) —> | ACAGAATTCATTAAAGAGGAGAAATTAACTATGAGAGGATCGCATCACCATCACCATCACGGATC

D07-D42515-G0268117-1_G0268117-seqlr.abl1(1>797)¢— | ACAGAATTCATTAAAGAGGAGAAATTAACTATGAGAGGATCGCATCACCATCACCATCACGGATC
3370 3380 3390 3400 3410 3420 34?0
AACACGATTAACATCGCTAAGAACGACTTCTCTGACATCGAACTGGCTGCTATCCCGTTCAACACT

G0268117-1.seq(1>7154) —> | AACACGATTAACATCGCTAAGAACGACTTCTCTGACATCGAACTGGCTGCTATCCCGTTCAACAC

D07-D42515-G0268117-1_G0268117-seqlr.abl1(1>797)¢— | AACACGATTAACATCGCTAAGAACGACTTCTCTGACATCGAACTGGCTGCTATCCCGTTCAACAC

| 34ﬁ0 | 34FO | 3ﬁ60 | 3470 | 3ﬁ80 | 3490 |

CTGGCTGACCATTACGGTGAGCGTTTAGCTCGCGAACAGTTGGCCCTTGAGCATGAGTCTTACGAG

G0268117-1.seq(1>7154) —> | CTGGCTGACCATTACGGTGAGCGTTTAGCTCGCGAACAGTTGGCCCTTGAGCATGAGTCTTACGA

D07-D42515-G0268117-1_G0268117-seqlr.abl1(1>797)¢— | CTGGCTGACCATTACGGTGAGCGTTTAGCTCGCGAACAGTTGGCCCTTGAGCATGAGTCTTACGA

BSPO | 3%10 | 3%20 | 35?0 | 35ﬁ0 | 35?0 | BSPO

ATGGGTGAAGCACGCTTCCGCAAGATGTTTGAGCGTCAACTTAAAGCTGGTGAGGTTGCGGATAAC

G0268117-1.seq(1>7154) —> | ATGGGTGAAGCACGCTTCCGCAAGATGTTTGAGCGTCAACTTAAAGCTGGTGAGGTTGCGGATAA

D07-D42515-G0268117-1_G0268117-seqlr.abl1(1>797)¢— | ATGGGTGAAGCACGCTTCCGCAAGATGTTTGAGCGTCAACTTAAAGCTGGTGAGGTTGCGGATAA
| 3%70 | 3%80 | 35?0 | 3GPO | 36}0 | 36?0 | 36?(
GCTGCCGCCAAGCCTCTCATCACTACCCTACTCCCTAAGATGATTGCACGCATCAACGACTGGTTT

G0268117-1.seq(1>7154) —> | GCTGCCGCCAAGCCTCTCATCACTACCCTACTCCCTAAGATGATTGCACGCATCAACGACTGGTT
D07-D42515-G0268117-1 _G0268117-seqlr.abl1(1>797)¢— | GCTGCCGCCAAGCCTCTCATCACTACCCTACTCCCTAAGATGATTGCACGCATCAACGACTGGTTT
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3640 3650 3660 3670 3680 3690

GAGGAAGTGAAAGCTAAGCGCGGCAAGCGCCCGACAGCCTTCCAGTTCCTGCAAGAAATCAAGCCG

60268117-1.seq(1>7154) —
D07-D42515-G0268117-1_60268117-seqlr.abl(1>797)¢—

GAGGAAGTGAAAGCTAAGCGCGGCAAGCGCCCGACAGCCTTCCAGTTCCTGCAAGAAATCAAGCC

GAGGAAGTGAAAGCTAAGCGCGGCAAGCGCCCGACAGCCTTCCAGTTCCTGCAAGAAATCAAGCC

3700 3710 3720 3730 3740 3750 3760

GAAGCCGTAGCGTACATCACCATTAAGACCACTCTGGCTTGCCTAACCAGTGCTGACAATACAACC

60268117-1.seq(1>7154) -
D07-D42515-G0268117-1_60268117-seqlr.abl(1>797)¢—

GAAGCCGTAGCGTACATCACCATTAAGACCACTCTGGCTTGCCTAACCAGTGCTGACAATACAAC
GAAGCCGTAGCGTACATCACCATTAAGACCACTCTGGCTTGCCTAACCAGTGCTGACAATACAAC

3770 3780 3790 3800 3810 3820

GTTCAGGCTGTAGCAAGCGCAATCGGTCGGGCCATTGAGGACGAGGCTCGCTTCGGTCGTATCCGT

60268117-1.seq(1>7154) -
DO7-D42515-G0268117-1_60268117-seqlr.abl(1>797)¢—

GTTCAGGCTGTAGCAAGCGCAATCGGTCGGGCCATTGAGGACGAGGCTCGCTTCGGTCGTATCCG
GTTCAGGCTGTAGCAAGCGCAATCGGTCGGGCCATTGAGGACGAGGCTCGCTTCGGTCGTATCCG

3830 3840 3850 3860 3870 3880 3890

GACCTTGAAGCTAAGCACTTCAAGAAAAACGTTGAGGAACAACTCAACAAGCGCGTAGGGCACGTC

G0268117-1.seq(1>7154) —
D0O7-D42515-G0268117-1_G0268117-seqlr.abl(1>797)¢—

GACCTTGAAGCTAAGCACTTCAAGAAAAACGTTGAGGAACAACTCAACAAGCGCGTAGGGCACGT
GACCTTGAAGCTAAGCACTTCAAGAAAAACGT TGAGGAACAACTCAACAAGCGCGTAGGGCACGT!

3900 3910 3920 3930 3940 3950 396(

TACAAGAAAGCATTTATGCAAGTTGTCGAGGCTGACATGCTCTCTAAGGGTCTACTCGGTGGCGAG

60268117-1.seq(1>7154) -
D07-D42515-G0268117-1_G0268117-seqlr.abl(1>797)¢—
D08-D42515-G0268117-1_G0268117-seq2.abl(1>794) —>

TACAAGAAAGCATTTATGCAAGTTGTCGAGGCTGACATGCTCTCTAAGGGTCTACTCGGTGGCGA!

TACAAGAAAGCATTTATGCAAGTTGTCGAGGCTGACATGCTCTCTAAGGGTCTACTCGGTGGCGAg

GACATGCTCTCTAAGGGTCTACTCGGTGGCGA:

3970 3980 3990 4000 4010 4020

GCGTGGTCTTCGTGGCATAAGGAAGACTCTATTCATGTAGGAGTACGCTGCATCGAGATGCTCATT

60268117-1.seq(1>7154) -
D07-D42515-G0268117-1_G0268117-seqlr.abl(1>797)¢—
D08-D42515-G0268117-1_G0268117-seq2.abl(1>794) —>

GCGTGGT

GCGTGGTCTTCGTGGCATAAGGAAGACTCTATTCATGTAGGAGTACGCTGCATCGAGATGCTCAT”

GCGTGGTCTTCGTGGCATAAGGAAGACTCTATTCATGTAGGAGTACGCTGCATCGAGATGCTCAT

4030 4040 4050 4060 4070 4080 4090

GAGTCAACCGGAATGGTTAGCTTACACCGCCAAAATGCTGGCGTAGTAGGTCAAGACTCTGAGACT

G0268117-1.seq(1>7154)

GAGTCAACCGGAATGGT TAGCTTACACCGCCAAAATGCTGGCGTAGTAGGTCAAGACTCTGAGACT]
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40§O | 4030 | 40?0 | 4QGO | 4q70 | 4QSO | 4q90
GAGTCAACCGGAATGGTTAGCTTACACCGCCAAAATGCTGGCGTAGTAGGTCAAGACTCTGAGACT
D08-D42515-G0268117-1_G0268117-seq2.abl(1>794) —
| 4190 | 4%10 | 41?0 | 41?0 | 41&0 | 41?0 |
ATCGAACTCGCACCTGAATACGCTGAGGCTATCGCAACCCGTGCAGGTGCGCTGGCTGGCATCTCT
G0268117-1.seq(1>7154) —> | ATCGAACTCGCACCTGAATACGCTGAGGCTATCGCAACCCGTGCAGGTGCGCTGGCTGGCATCTC
D08-D42515-G0268117-1_G0268117-seq2.abl1(1>794) —> | ATCGAACTCGCACCTGAATACGCTGAGGCTATCGCAACCCGTGCAGGTGCGCTGGCTGGCATCTC
41P0 | 4170 | 41?0 | 4190 | 4290 | 42}0 | 42?0
CCGATGTTCCAACCTTGCGTAGTTCCTCCTAAGCCGTGGACTGGCATTACTGGTGGTGGCTATTGG
G0268117-1.seq(1>7154) —> | CCGATGTTCCAACCTTGCGTAGTTCCTCCTAAGCCGTGGACTGGCATTACTGGTGGTGGCTATTG
D08-D42515-G0268117-1_G0268117-seq2.abl1(1>794) —> | CCGATGTTCCAACCTTGCGTAGTTCCTCCTAAGCCGTGGACTGGCATTACTGGTGGTGGCTATTG
| 42?0 | 42&0 | 42?0 | 4%60 | 4270 | 42?0 | 42?(
GCTAACGGTCGTCGTCCTCTGGCGCTGGTGCGTACTCACAGTAAGAAAGCACTGATGCGCTACGAA
G0268117-1.seq(1>7154) —> | GCTAACGGTCGTCGTCCTCTGGCGCTGGTGCGTACTCACAGTAAGAAAGCACTGATGCGCTACGAA
D08-D42515-G0268117-1_G0268117-seq2.abl1(1>794) —> | GCTAACGGTCGTCGTCCTCTGGCGCTGGTGCGTACTCACAGTAAGAAAGCACTGATGCGCTACGAA
| 4BPO | 43}0 | 4%20 | 43§0 | 4330 | 4%50 |
GACGTTTACATGCCTGAGGTGTACAAAGCGATTAACATTGCGCAAAACACCGCATGGAAAATCAAC
G0268117-1.seq(1>7154) —> | GACGTTTACATGCCTGAGGTGTACAAAGCGATTAACATTGCGCAAAACACCGCATGGAAAATCAA
D08-D42515-G0268117-1_G0268117-seq2.ab1(1>794) —> | GACGTTTACATGCCTGAGGTGTACAAAGCGATTAACATTGCGCAAAACACCGCATGGAAAATCAA
4%60 | 4370 | 43?0 | 43?0 | 44PO | 4ﬁ10 | 44?0
AAGAAAGTCCTAGCGGTCGCCAACGTAATCACCAAGTGGAAGCATTGTCCGGTCGAGGACATCCCT
G0268117-1.seq(1>7154) —> | AAGAAAGTCCTAGCGGTCGCCAACGTAATCACCAAGTGGAAGCATTGTCCGGTCGAGGACATCCC
D08-D42515-G0268117-1_G0268117-seq2.abl1(1>794) —> | AAGAAAGTCCTAGCGGTCGCCAACGTAATCACCAAGTGGAAGCATTGTCCGGTCGAGGACATCCC
| 44?0 | 44&0 | 44?0 | 44PO | 4ﬁ70 | 44§0 |
GCGATTGAGCGTGAAGAACTCCCGATGAAACCGGAAGACATCGACATGAATCCTGAGGCTCTCACC
G0268117-1.seq(1>7154) —> | GCGATTGAGCGTGAAGAACTCCCGATGAAACCGGAAGACATCGACATGAATCCTGAGGCTCTCAC
D08-D42515-G0268117-1_G0268117-seq2.abl1(1>794) — | GCGATTGAGCGTGAAGAACTCCCGATGAAACCGGAAGACATCGACATGAATCCTGAGGCTCTCAC
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4490 4500 4510 4520 4530 4540 4550

GCGTGGAAACGTGCTGCCGCTGCTGTGTACCGCAAGGACAAGGCTCGCAAGTCTCGCCGTATCAGC

G0268117-1.seq(1>7154) —> | GCGTGGAAACGTGCTGCCGCTGCTGTGTACCGCAAGGACAAGGCTCGCAAGTCTCGCCGTATCAG
D08-D42515-G0268117-1_G0268117-seq2.abl1(1>794) —> | GCGTGGAAACGTGCTGCCGCTGCTGTGTACCGCAAGGACAAGGCTCGCAAGTCTCGCCGTATCAG
| 45PO | 4%70 | 45?0 | 4%90 | 4GPO | 4q10 | 4q2(
CTTGAGTTCATGCTTGAGCAAGCCAATAAGTTTGCTAACCATAAGGCCATCTGGTTCCCTTACAAC
G0268117-1.seq(1>7154) —> | CTTGAGTTCATGCTTGAGCAAGCCAATAAGTTTGCTAACCATAAGGCCATCTGGTTCCCTTACAA
D08-D42515-G0268117-1_G0268117-seq2.abl1(1>794) —> | CTTGAGTTCATGCTTGAGCAAGCCAATAAGTTTGCTAACCATAAGGCCATCTGGTTCCCTTACAA

4630 4640 4650 4660 4670 4680

ATGGACTGGCGCGGTCGTGTTTACGCTGTGTCAATGTTCAACCCGCAAGGTAACGATATGACCAAA

G0268117-1.seq(1>7154) —> | ATGGACTGGCGCGGTCGTGTTTACGCTGTGTCAATGTTCAACCCGCAAGGTAACGATATGACCAAA
D08-D42515-G0268117-1_G0268117-seq2.abl1(1>794) —> | ATGGACTGGCGCGGTCGTGTTTACGCTGTGTCAATGTTCAACCCGCAAGGTAACGATATGACCAAA
FO8-D42515-G0268117-1_G0268117-seq3.abl1(1>797) — ACTGGCGCGGTCGTGTTTACGCTGTGTCAATGTTCAACCCGCAAGGTAACGATATGACCAAA
46?0 | 47PO | 47}0 | 47?0 | 47?0 | 47ﬁ0 | 47?0
GGACTGCTTACGCTGGCGAAAGGTAAACCAATCGGTAAGGAAGGTTACTACTGGCTGAAAATCCAC
G0268117-1.seq(1>7154) —> | GGACTGCTTACGCTGGCGAAAGGTAAACCAATCGGTAAGGAAGGTTACTACTGGCTGAAAATCCA
D08-D42515-G0268117-1_G0268117-seq2.abl1(1>794) —> | GGACTGCTTACGCTGGCGAAAGGTAAACCAATCGG
FO08-D42515-G0268117-1_G0268117-seq3.abl1(1>797) —> | GGACTGCTTACGCTGGCGAAAGGTAAACCAATCGGTAAGGAAGGTTACTACTGGCTGAAAATCCA
| 47P0 | 4770 | 47?0 | 47?0 | 4SPO | 48}0 |
GGTGCAAACTGTGCGGGTGTCGATAAGGTTCCGTTCCCTGAGCGCATCAAGTTCATTGAGGAAAAC
G0268117-1.seq(1>7154) —> | GGTGCAAACTGTGCGGGTGTCGATAAGGTTCCGTTCCCTGAGCGCATCAAGTTCATTGAGGAAAAC
FO08-D42515-G0268117-1_G0268117-seq3.abl1(1>797) —> | GGTGCAAACTGTGCGGGTGTCGATAAGGTTCCGTTCCCTGAGCGCATCAAGTTCATTGAGGAAAAC
48?0 | 48?0 | 48ﬁ0 | 48?0 | 4%60 | 4870 | 48?0
CACGAGAACATCATGGCTTGCGCTAAGTCTCCACTGGAGAACACTTGGTGGGCTGAGCAAGATTCT
G0268117-1.seq(1>7154) —> | CACGAGAACATCATGGCTTGCGCTAAGTCTCCACTGGAGAACACT TGGTGGGCTGAGCAAGATTCT
FO08-D42515-G0268117-1_G0268117-seq3.abl1(1>797) —> | CACGAGAACATCATGGCTTGCGCTAAGTCTCCACTGGAGAACACTTGGTGGGCTGAGCAAGATTCT

4890 4900 4910 4920 4930 4940 495(

CCGTTCTGCTTCCTTGCATTCTGCTTTGAGTACGCTGGGGTACAGCACCACGGCCTGAGCTATAAC

G0268117-1.seq(1>7154)

—> [ CCGTTCTGCTTCCTTGCATTCTGCTTTGAGTACGCTGGGGTACAGCACCACGGCCTGAGCTATAA(Q
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4890 4900 4910 4920 4930 4940 495(

CCGTTCTGCTTCCTTGCATTCTGCTTTGAGTACGCTGGGGTACAGCACCACGGCCTGAGCTATAAC

FO8-D42515-G0268117-1_G0268117-seq3.

abl(1>797)

—> [ CCGTTCTGCTTCCTTGCATTCTGCTTTGAGTACGCTGGGGTACAGCACCACGGCCTGAGCTATAAQ

4960 4970 4980 4990 5000 5010

TGCTCCCTTCCGCTGGCGTTTGACGGGTCTTGCTCTGGCATCCAGCACTTCTCCGCGATGCTCCGA

G0268117-1.seq(1>7154) —> | TGCTCCCTTCCGCTGGCGTTTGACGGGTCTTGCTCTGGCATCCAGCACTTCTCCGCGATGCTCCGA
FO08-D42515-G0268117-1_G0268117-seq3.abl1(1>797) —> | TGCTCCCTTCCGCTGGCGTTTGACGGGTCTTGCTCTGGCATCCAGCACTTCTCCGCGATGCTCCGA
5q20 | 5q30 | 5q40 | 5q50 | SQ6O | 5q70 | SQSO
GATGAGGTAGGTGGTCGCGCGGTTAACTTGCTTCCTAGTGAAACCGTTCAGGACATCTACGGGATT
G0268117-1.seq(1>7154) —> | GATGAGGTAGGTGGTCGCGCGGTTAACTTGCTTCCTAGTGAAACCGTTCAGGACATCTACGGGAT
FO08-D42515-G0268117-1_G0268117-seq3.abl1(1>797) —> | GATGAGGTAGGTGGTCGCGCGGTTAACTTGCTTCCTAGTGAAACCGTTCAGGACATCTACGGGAT
| 50?0 | 51PO | 51}0 | 51?0 | 51?0 | 51&0 |
GTTGCTAAGAAAGTCAACGAGATTCTACAAGCAGACGCAATCAATGGGACCGATAACGAAGTAGTT
G0268117-1.seq(1>7154) —> | GTTGCTAAGAAAGTCAACGAGATTCTACAAGCAGACGCAATCAATGGGACCGATAACGAAGTAGT
FO08-D42515-G0268117-1_G0268117-seq3.ab1(1>797) —> | GTTGCTAAGAAAGTCAACGAGATTCTACAAGCAGACGCAATCAATGGGACCGATAACGAAGTAGT
51?0 | 51P0 | 5170 | 51?0 | 5%90 | 52P0 | 5%10
ACCGTGACCGATGAGAACACTGGTGAAATCTCTGAGAAAGTCAAGCTGGGCACTAAGGCACTGGCT
G0268117-1.seq(1>7154) —> | ACCGTGACCGATGAGAACACTGGTGAAATCTCTGAGAAAGTCAAGCTGGGCACTAAGGCACTGGC
FO08-D42515-G0268117-1_G0268117-seq3.abl1(1>797) —> | ACCGTGACCGATGAGAACACTGGTGAAATCTCTGAGAAAGTCAAGCTGGGCACTAAGGCACTGGC
| 52?0 | 52?0 | 52&0 | 5%50 | 52P0 | 5270 | 52?(
GGTCAATGGCTGGCTTACGGTGTTACTCGCAGTGTGACTAAGCGTTCAGTCATGACGCTGGCTTAC
G0268117-1.seq(1>7154) —> | GGTCAATGGCTGGCTTACGGTGTTACTCGCAGTGTGACTAAGCGTTCAGTCATGACGCTGGCTTA
FO08-D42515-G0268117-1_G0268117-seq3.abl1(1>797) —> | GGTCAATGGCTGGCTTACGGTGTTACTCGCAGTGTGACTAAGCGTTCAGTCATGACGCTGGCTTA!
| 52?0 | SSPO | 5%10 | 5%20 | 5%30 | 5%40 |
GGGTCCAAAGAGTTCGGCTTCCGTCAACAAGTGCTGGAAGATACCATTCAGCCAGCTATTGATTCC
G0268117-1.seq(1>7154) —> | GGGTCCAAAGAGTTCGGCTTCCGTCAACAAGTGCTGGAAGATACCATTCAGCCAGCTATTGATTC
FO08-D42515-G0268117-1_G0268117-seq3.abl1(1>797) —> | GGGTCCAAAGAGTTCGGCTTCCGTCAACAAGTGCTGGAAGATACCATTCAGCCAGCTATTGATTC
FO9-D42515-G0268117-1_G0268117-seg4.abl1(1>792) — ACCATTCAGCCAGCTATTGATTC
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GGCAAGGGTCTGATGTTCACTCAGCCGAATCAGGCTGCTGGATACATGGCTAAGCTGATTTGGGAA

G0268117-1.seq(1>7154) —> | GGCAAGGGTCTGATGTTCACTCAGCCGAATCAGGCTGCTGGATACATGGCTAAGCTGATTTGGGAA
FO08-D42515-G0268117-1_G0268117-seq3.abl1(1>797) — | GGCaAGGGTCTGATGTTCACTCAGCCGAATCAgGCTGCTGGATACATGGCTAAGCTGATTTGGGAA
F09-D42515-G0268117-1_G0268117-seq4.abl(1>792) —> | GGCAAGGGTCTGATGTTCACTCAGCCGAATCAGGCTGCTGGATACATGGCTAAGCTGATTTGGGAA
| 54?0 | 54?0 | 54ﬁ0 | 54?0 | 5ﬁ60 | 5ﬁ70 |
TCTGTGAGCGTGACGGTGGTAGCTGCGGTTGAAGCAATGAACTGGCTTAAGTCTGCTGCTAAGCTG
G0268117-1.seq(1>7154) —> | TCTGTGAGCGTGACGGTGGTAGCTGCGGTTGAAGCAATGAACTGGCTTAAGTCTGCTGCTAAGCTG
FO08-D42515-G0268117-1_G0268117-seq3.abl1(1>797) — [ TCTGTGAGC
F09-D42515-G0268117-1_G0268117-seq4.abl(1>792) —>» | TCTGTGAGCGTGACGGTGGTAGCTGCGGTTGAAGCAATGAACTGGCTTAAGTCTGCTGCTAAGCTG
54?0 | 54?0 | SSPO | 55}0 | 5%20 | 55?0 | 5%40
CTGGCTGCTGAGGTCAAAGATAAGAAGACTGGAGAGATTCTTCGCAAGCGTTGCGCTGTGCATTGG
G0268117-1.seq(1>7154) —> | CTGGCTGCTGAGGTCAAAGATAAGAAGACTGGAGAGATTCTTCGCAAGCGTTGCGCTGTGCATTGG
F09-D42515-G0268117-1_G0268117-seq4.abl1(1>792) —> | CTGGCTGCTGAGGTCAAAGATAAGAAGACTGGAGAGATTCTTCGCAAGCGTTGCGCTGTGCATTGG
| 5%50 | 5%60 | 5570 | 5%80 | 5590 | 56PO | 5@1(
GTAACTCCTGATGGTTTCCCTGTGTGGCAGGAATACAAGAAGCCTATTCAGACGCGCTTGAACCTG
G0268117-1.seq(1>7154) —> | GTAACTCCTGATGGTTTCCCTGTGTGGCAGGAATACAAGAAGCCTATTCAGACGCGCTTGAACCTG
F09-D42515-G0268117-1_G0268117-seq4.abl1(1>792) —> | GTAACTCCTGATGGTTTCCCTGTGTGGCAGGAATACAAGAAGCCTATTCAGACGCGCTTGAACCTG
| 5@20 | 56?0 | 56ﬁ0 | 56?0 | 56PO | 5q70 |
ATGTTCCTCGGTCAGTTCCGCTTACAGCCTACCATTAACACCAACAAAGATAGCGAGATTGATGCA
G0268117-1.seq(1>7154) —> | ATGTTCCTCGGTCAGTTCCGCTTACAGCCTACCATTAACACCAACAAAGATAGCGAGATTGATGCA
F09-D42515-G0268117-1_G0268117-seq4.abl1(1>792) —> | ATGTTCCTCGGTCAGTTCCGCTTACAGCCTACCATTAACACCAACAAAGATAGCGAGATTGATGCA
56?0 | 5690 | 57PO | 57}0 | 57?0 | 57?0 | 57ﬁ0
CACAAACAGGAGTCTGGTATCGCTCCTAACTTTGTACACAGCCAAGACGGTAGCCACCTTCGTAAG
G0268117-1.seq(1>7154) —> | CACAAACAGGAGTCTGGTATCGCTCCTAACTTTGTACACAGCCAAGACGGTAGCCACCTTCGTAAG
F09-D42515-G0268117-1_G0268117-seq4.abl1(1>792) —> | CACAAACAGGAGTCTGGTATCGCTCCTAACTTTGTACACAGCCAAGACGGTAGCCACCTTCGTAAG
| 57?0 | 57PO | 5770 | 57?0 | 5?90 | SSPO |
ACTGTAGTGTGGGCACACGAGAAGTACGGAATCGAATCTTTTGCACTGATTCACGACTCCTTCGGT
G0268117-1.seq(1>7154) —> [ ACTGTAGTGTGGGCACACGAGAAGTACGGAATCGAATCTTTTGCACTGATTCACGACTCCTTCGGT]
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ACTGTAGTGTGGGCACACGAGAAGTACGGAATCGAATCTTTTGCACTGATTCACGACTCCTTCGGT
F09-D42515-G0268117-1_G0268117-seq4.abl(1>792) — [ A

5810 5820 5830 5840 5850 5860 5870

ACCATTCCGGCTGACGCTGCGAACCTGTTCAAAGCAGTGCGCGCGAAACTATGGTTGACACATATGAG

G0268117-1.seq(1>7154) —> | ACCATTCCGGCTGACGCTGCGAACCTGTTCAAAGCAGTGCGCGAAACTATGGTTGACACATATGA
F09-D42515-G0268117-1_G0268117-seq4.abl1(1>792) —> | ACCATTCCGGCTGACGCTGCGAACCTGTTCAAAGCAGTGCGCGAAACTATGGTTGACACATATGA!
| 58?0 | 58?0 | 59P0 | 5%10 | 59?0 | 59?0 | 59&(
TCTTGTGATGTACTGGCTGATTTCTACGACCAGTTCGCTGACCAGTTGCACGAGTCTCAATTGGAC
G0268117-1.seq(1>7154) —> | TCTTGTGATGTACTGGCTGATTTCTACGACCAGTTCGCTGACCAGTTGCACGAGTCTCAATTGGA
F09-D42515-G0268117-1_G0268117-seq4.abl1(1>792) —> | TCTTGTGATGTACTGGCTGATTTCTACGACCAGTTCGCTGACCAGTTGCACGAGTCTCAATTGGA!

5950 5960 5970 5980 5990 6000

AAAATGCCAGCACTTCCGGCTAAAGGTAACTTGAACCTCCGTGACATCTTAGAGTCGGACTTCGCG

G0268117-1.seq(1>7154) —> | AAAATGCCAGCACTTCCGGCTAAAGGTAACTTGAACCTCCGTGACATCTTAGAGTCGGACTTCGC
F09-D42515-G0268117-1_G0268117-seq4.abl1(1>792) —> | AAAATGCCAGCACTTCCGGCTAAAGGTAACTTGAACCTCCGTGACATCTTAGAGTCGGACTTCGC
6q10 | 6q20 | 6q30 | 6q40 | 6q50 | 6Q60 | 6q70
TTCGCGTAAAAGCTTAATTAGCTGAGCTTGGACTCCTGTTGATAGATCCAGTAATGACCTCAGAAC
G0268117-1.seq(1>7154) —> | TTCGCGTAAAAGCTTAATTAGCTGAGCTTGGACTCCTGTTGATAGATCCAGTAATGACCTCAGAA
F09-D42515-G0268117-1_G0268117-seq4.abl1(1>792) —> | TTCGCGTAAAAGCTTAATTAGCTGAGCTTGGACTCCTGTTGATAGATCCAGTAATGACCTCAGAAI
D11-D42515-G0268117-1_G0268117-seq5.-ab1(1>795) — TTAGCTGAGCTTGGACTCCTGTTGATAGATCCAGTAATGACCTCAGAA
| 60?0 | 60?0 | 61PO | 61}0 | 6%20 | 61?0 |
TCCATCTGGATTTGTTCAGAACGCTCGGTTGCCGCCGGGCGTTTTTTATTGGTGAGAATCCAAGCT
G0268117-1.seq(1>7154) —> | TCCATCTGGATTTGTTCAGAACGCTCGGTTGCCGCCGGGCGTTTTTTATTGGTGAGAATCCAAGC
F09-D42515-G0268117-1_G0268117-seq4.abl1(1>792) —> | TCCATCTGGATTTGTTCAGAACGCTCGGTTGCCGCCGGGCGT
D11-D42515-G0268117-1 _G0268117-seq5.ab1(1>795) —> | TCCATCTGGATTTGTTCAGAACGCTCGGTTGCCGCCGGGCGTTTTTTATTGGTGAGAATCCAAGC
61&0 | 61FO | 61PO | 6170 | 6%80 | 61?0 | 6ZPO
AGCTTGGCGAGATTTTCAGGAGCTAAGGAAGCTAAAATGGAGAAAAAAATCACTGGATATACCACC
G0268117-1.seq(1>7154) —> | AGCTTGGCGAGATTTTCAGGAGCTAAGGAAGCTAAAATGGAGAAAAAAATCACTGGATATACCAC
D11-D42515-G0268117-1 G0268117-seq5.ab1(1>795) —> | AGCTTGGCGAGATTTTCAGGAGCTAAGGAAGCTAAAATGGAGAAAAAAATCACTGGATATACCAC
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GTTGATATATCCCAATGGCATCGTAAAGAACATTTTGAGGCATTTCAGTCAGTTGCTCAATGTACC

G0268117-1.seq(1>7154) —> | GTTGATATATCCCAATGGCATCGTAAAGAACATTTTGAGGCATTTCAGTCAGTTGCTCAATGTAC
D11-D42515-G0268117-1_G0268117-seq5.abl1(1>795) —> | GTTGATATATCCCAATGGCATCGTAAAGAACATTTTGAGGCATTTCAGTCAGTTGCTCAATGTAC
| 62?0 | 62?0 | 6%00 | 6%10 | 6%20 | 6%30 |

TATAACCAGACCGTTCAGCTGGATATTACGGCCTTTTTAAAGACCGTAAAGAAAAATAAGCACAAG

G0268117-1.seq(1>7154) —> | TATAACCAGACCGTTCAGCTGGATATTACGGCCTTTTTAAAGACCGTAAAGAAAAATAAGCACAA
D11-D42515-G0268117-1_G0268117-seq5.ab1(1>795) —> | TATAACCAGACCGTTCAGCTGGATATTACGGCCTTTTTAAAGACCGTAAAGAAAAATAAGCACAA

6340 6350 6360 6370 6380 6390 6400

TTTTATCCGGCCTTTATTCACATTCTTGCCCGCCTGATGAATGCTCATCCGGAATTTCGTATGGCA

60268117-1.seq(1>7154)

D11-D42515-G0268117-1_G0268117-seq>5.

Il

ab1(1>795)

TTTTATCCGGCCTTTATTCACATTCTTGCCCGCCTGATGAATGCTCATCCGGAATTTCGTATGGC
TTTTATCCGGCCTTTATTCACATTCTTGCCCGCCTGATGAATGCTCATCCGGAATTTCGTATGGC

6410 6420 6430 6440 6450 6460

ATGAAAGACGGTGAGCTGGTGATATGGGATAGTGTTCACCCTTGTTACACCGTTTTCCATGAGCAA

60268117-1.seq(1>7154) —> [ ATGAAAGACGGTGAGCTGGTGATATGGGATAGTGTTCACCCTTGTTACACCGTTTTCCATGAGCAA
D11-D42515-G0268117-1_ G0268117-seq5.abl(1>795) —> | ATGAAAGACGGTGAGCTGGTGATATGGGATAGTGTTCACCCTTGTTACACCGTTTTCCATGAGCAA
6470 6480 6490 6500 6510 6520 6530
ACTGAAACGTTTTCATCGCTCTGGAGTGAATACCACGACGATTTCCGGCAGTTTCTACACATATAT
60268117-1.seq(1>7154) —> [ ACTGAAACGTTTTCATCGCTCTGGAGTGAATACCACGACGATTTCCGGCAGTTTCTACACATATA
D11-D42515-G0268117-1 G0268117-seq5.abl(1>795) — | ACTGAAACGTTTTCATCGCTCTGGAGTGAATACCACGACGATTTCCGGCAGTTTCTACACATATA
6540 6550 6560 6570 6580 6590 660
TCGCAAGATGTGGCGTGTTACGGTGAAAACCTGGCCTATTTCCCTAAAGGGTTTATTGAGAATATG
60268117-1.seq(1>7154) —> [ TCGCAAGATGTGGCGTGTTACGGTGAAAACCTGGCCTATTTCCCTAAAGGGTTTATTGAGAATAT
D11-D42515-G0268117-1 G0268117-seq5.abl(1>795) — | TCGCAAGATGTGGCGTGTTACGGTGAAAACCTGGCCTATTTCCCTAAAGGGTTTATTGAGAATAT
6610 6620 6630 6640 6650 6660
TTTTTCGTCTCAGCCAATCCCTGGGTGAGTTTCACCAGTTTTGATTTAAACGTGGCCAATATGGAC
60268117-1.seq(1>7154) -

D11-D42515-G0268117-1_G0268117-seq>5.

ab1(1>795) —

TTTTTCGTCTCAGCCAATCCCTGGGTGAGTTTCACCAGTTTTGATTTAAACGTGGCCAATATGGA
TTTTTCGTCTCAGCCAATCCCTGGGTGAGTTTCACCAGTTTTGATTTAAACGTGGCCAATATGGA
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AACTTCTTCGCCCCCGTTTTCACCATGGGCAAATATTATACGCAAGGCGACAAGGTGCTGATGCCG

G0268117-1.seq(1>7154) —> | AACTTCTTCGCCCCCGTTTTCACCATGGGCAAATATTATACGCAAGGCGACAAGGTGCTGATGCC
D11-D42515-G0268117-1_G0268117-seq5.abl1(1>795) —> | AACTTCTTCGCCCCCGTTTTCACCATGGGCAAATATTATACGCAAGGCGACAAGGTGCTGATGCC

6740 6750 6760 6770 6780 6790

CTGGCGATTCAGGTTCATCATGCCGTTTGTGATGGCTTCCATGTCGGCAGAATGCTTAATGAATTA
G0268117-1.seq(1>7154) —> | CTGGCGATTCAGGTTCATCATGCCGTTTGTGATGGCTTCCATGTCGGCAGAATGCTTAATGAATT.
D11-D42515-G0268117-1_G0268117-seq5.ab1(1>795) —> | CTGGCGATTCAGGTTCATCATGCCGTTTGTGATGGCTTCCATGTCGGCAGAATGCTTAATGAATT,

6800 6810 6820 6830 6840 6850 6860

CAACAGTACTGCGATGAGTGGCAGGGCGGGGCGTAATTTTTTTAAGGCAGTTATTGGTGCCCTTAA
G0268117-1.seq(1>7154) S CAACAGTACTGCGATGAGTGGCAGGGCGGGGCGTAATTTTTTTAAGGCAGTTATTGGTGCCCTTKﬂ
D11-D42515-G0268117-1_G0268117-seq5.ab1(1>795) —> [ CAACAGTACTGCGATGAGTG

6870 6880 6890 6900 6910 6920 693(

ACGCCTGGGGTAATGACTCTCTAGCTTGAGGCATCAAATAAAACGAAAGGCTCAGTCGAAAGACTG
G0268117-1.seq(1>7154) —> [ ACGCCTGGGGTAATGACTCTCTAGCTTGAGGCATCAAATAAAACGAAAGGCTCAGTCGAAAGACT(

6940 6950 6960 6970 6980 6990

GGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCCTCTAG
G0268117-1.seq(1>7154) —> [ GGCCTTTCGTTTTATCTGTTGTTTGICGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCCTCTAG

7000 7010 7020 7030 7040 7050 7060

ATTACGTGCAGTCGATGATAAGCTGTCAAACATGAGAATTGTGCCTAATGAGTGAGCTAACTTACA
G0268117-1.seq(1>7154) —> | ATTACGTGCAGTCGATGATAAGCTGTCAAACATGAGAATTGTGCCTAATGAGTGAGCTAACTTACA

7070 7080 7090 7100 7110 7120

TTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGA

G0268117-1.seq(1>7154) —> [ TTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGA

7130 7140 7150

ATCGGCCAACGCGCGGGGAGAGGCGG
G0268117-1.seq(1>7154) —> [ ATCGGCCAACGCGCGGGGAGAGGCGQ




