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ATATATATCAATTATTGGTCGCCCTTGGCTTGTGGACAATGCGCTACGCGCACCGGCTCCGCCCGTGGACAACCGCAAGCGGTTGCCCACCGTCGAGCGCCTTTGCCCACAACCCGGCGGCCGGCCGCAACAGATCGTTTTATAAATTTITTITTTIT

ZC07-E05501-G0186139-1_M13F.ab1(1>790) ¢—  ATATATATCAATTATTGGTCGCCCTTGGCTTGTGGACAATGCGCTACGCGCACCGGCTCCGCCCGTGGACAACCGCAAGCGGTTGCCCACCGTCGAGCGCCTTTGCCCACAACCCGGCGGCCGGCCGCAACAGATCGTTTTATAAATTTTTTTTTTT
60186139-1.seq(1>1373) — ACAGATCGTTTTATAAATTTTTTTTTTT
160 170 180 190 200 210 220 230 240 250 260 270 280 290 300 310
NI NSRRI ENE SRR NI SRR ISR SRS REREERI NN EEENE RIS AN SRS NE RN RN IR ENI REERE NN NI RN ENE RN ERE AR ERE REERI NN NI RN ENI RE RIS AN SN NERRERI RN SN EEERE RN NI SR ENE ENE N
GAAAAAGAAAAAGCCCGAAAGGCGGCAACCTCTCGGGCTTCTGGATTTCCGATCCCCGGAATTAGATCTCAAACAAACACATACAGCGACTTAGTTTACCCGCCAATATATCCTGTCAAGGCCTTCATGTTCTTTCCTGCGTTATCCCCTGATTCTG
ZC07-E05501-G0186139-1_M13F.ab1(1>790) «—  GAAAAAGAAAAAGCCCGAAAGGCGGCAACCTCTCGGGCTTCTGGATTTCCGATCCCCGGAATTAGATCTCAAACAAACACATACAGCGACTTAGTTTACCCGCCAATATATCCTGTCAAGGCCTTCATGTTCTTTCCTGCGTTATCCCCTGATTCTG
G0186139-1.seq(1>1373) —  GAAAAAGAAAAAGCCCGAAAGGCGGCAACCTCTCGGGCTTCTGGATTTCCGATCCCCGGAATTAGATCTCAAACAAACACATACAGCGACTTAGTTTACCCGCCAATATATCCTGTCAAGGCCTTCATGTTCTTTCCTGCGTTATCCCCTGATTCTG
320 330 340 350 360 370 380 390 400 410 420 430 440 450 460 470
IS RE NI ERI FEERE SR I SR ENE RN ERESEENENE RN AR RE RSN RN ENE RRE NI SRR IS ENI SRS NERRER IR ENIEEENE RN EENEENE SR ENE AN ERE R EERI AR ENE RN RN SRR ENE RN ARE N NN NN NN B
TGGATAACCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCGGAAGAGCGCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTGGCACGA
ZC07-E05501-G0186139-1_M13F.ab1(1>790) ¢—  TGGATAACCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCGGAAGAGCGCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTGGCACGA
G0186139-1.seq(1>1373) —  TGGATAACCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCGGAAGAGCGCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTGGCACGA
480 490 500 510 520 530 540 550 560 570 580 590 600 610 620
ARl FEENECEE R RN FEE R AR RN AR RN A NN RN N AN RN R A NI SN SRR A RN A NN AR RN RN RN CE SR RN SRR AR A A SRR SRR AR RE EEE RN AN RN NN RN
CAGGTTTCCCGACTGGAAAGCGGGCAGTGAGCGCAACGCAATTAATGTGAGTTAGCTCACTCATTAGGCACCCCAGGCTTTACACTTTATGCTTCCGGCTCGTATGTTGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGAAACAGCTATGAC
ZC07-E05501-G0186139-1_M13F.abl1(1>790) ¢—  CAGGTTTCCCGACTGGAAAGCGGGCAGTGAGCGCAACGCAATTAATGTGAGTTAGCTCACTCATTAGGCACCCCAGGCTTTACACTTTATGCTTCCGGCTCGTATGTTGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGAAACAGCTATGAC
G0186139-1.seq(1>1373) —  CAGGTTTCCCGACTGGAAAGCGGGCAGTGAGCGCAACGCAATTAATGTGAGTTAGCTCACTCATTAGGCACCCCAGGCTTTACACTTTATGCTTCCGGCTCGTATGTTGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGAAACAGCTATGAC
630 640 650 660 670 680 690 700 710 720 730 740 750 760 770 780
MR FEE R RN I AN AN RN SRR AN NI SRR NENEERIEE SRS SRR RE RN AN NI ENENENNER IR EEE NI REEREEEENE NN EEE AN I RN NI RN ENE SRR NI SR NN ISR SRS RERRERI NN EEERA NNEN N
CATGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTA
ZC07-E05501-G0186139-1_M13F.abl(1>790) =  CATGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTA
G0186139-1.seq(1>1373) —  CATGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTA
790 800 810 820 830 840 850 860 870 880 890 900 910 920 930 940
EEEEEE NI EEERE RS R ANl SRR CEE R EE AN RN AR RN EE R A NI NN R EE RN RN I RN AR AR EE NN SRR AR E N A RN R RN AR R A NN SRR AR E A RN AU NS AR NN NN
CCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATC
ZC07-E05501-G0186139-1_M13F.ab1(1>790) <—  CCCAA
G0186139-1.seq(1>1373) = CCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATC
950 960 970 980 990 1000 1010 1020 1030 1040 1050 1060 1070 1080 1090
AR AN SN AN R NN AN SN A AR NN FE RN FE A SN R AN AN NN SN SN RN NN NI SRR SN NN FEE NI NN FEE NI AR AN AN SRR NE AN ENI NN SN FEERE RN NI AN NE EEE T
GCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATGTTATCGATCATGAGCGGAGAATTAAGGGAGTCACGTTATGACCCCCGCCGATGACGCGGGACAAGCCGTTTTACGTTTGGAACTGACAGAACCGCAACGTT
G0186139-1.seq(1>1373) —  GCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATGTTATCGATCATGAGCGGAGAATTAAGGGAGTCACGTTATGACCCCCGCCGATGACGCGGGACAAGCCGTTTTACGTTTGGAACTGACAGAACCGCAACGTT
1100 1110 1120 1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230 1240 1250
[ FEEEE R A AN AR RN ENE R E AR RN ANl RN AR AR AN RN AR AR EEE A AR RN RN AR EE RN SRR EE AN EEERE AR AR EEE A AR NN AN AR ENE SR NN N1
GAAGGAGCCACTGAGCCGCGGGTTTCTGGAGTTTAATGAGCTAAGCACATACGTCAGAAACCATTATTGCGCGTTCAAAAGTCGCCTAAGGTCACTATCAGCTAGCAAATATTTCTTGTCAAAAATGCTCCACTGACGTTCCATAAATTCCCCTCGG
G0186139-1.seq(1>1373) —  GAAGGAGCCACTGAGCCGCGGGTTTCTGGAGTTTAATGAGCTAAGCACATACGTCAGAAACCATTATTGCGCGTTCAAAAGTCGCCTAAGGTCACTATCAGCTAGCAAATATTTCTTGTCAAAAATGCTCCACTGACGTTCCATAAATTCCCCTCGG
1260 1270 1280 1290 1300 1310 1320 1330 1340 1350 1360 1370 1380 1390 1400 1410
[EEEEEERI SR INE NI N NENRERI NN SN REERE NN R ISR ENE RN ERENEENE RN NN FEERE NN ERI RN ENE RN EREREERENEERI NN ENE EEERI NEE RIS ENI SR NERNENE NN SN FRERENEERI SR ENE ENERENEE N NN
TATCCAATTAGAGTCTCATATTCACTCTCAACTCGATCGAGGCATGATTGAACAAGATGGATTGCACGCAGGTTCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTATGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCCGTGTTCCGG
G0186139-1.seq(1>1373) —  TATCCAATTAGAGTCTCATATTCACTCTCAACTCGATCGAGGCATGATTGAACAAGATGGATTGCACGCAGGTTCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTATGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCCGTGTTCCGG
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CTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGTGCCCTGAATGAACTCCAAGACGAGGCAGCGCGGCTA

G0186139-1.seq(1>1373) —  CTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGTGCCCTGAATGAACTCCAAGACGAGGCAGCGCGGCTA



