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20

AGTGGATTGATGTGACATCTCCACTGACG

D05-Y75772-G0237014-4 G0237014-4-seqglr.

abl (1>770)¢— |

AGTGGATTGATGTGACATCTCCACTGACQ

30 40 50

TAAGGGATGACGCACAATCCCACTATCCT

D05-Y75772-G0237014-4 G0237014-4-seqglr.

abl (1>770)¢— |

TAAGGGATGACGCACAATCCCACTATCCT]

60

TCGCAAGACCCTTCCTCTATATAAGGAAG

D05-Y75772-G0237014-4 G0237014-4-seqglr.

abl (1>770)¢— |

TCGCAAGACCCTTCCTCTATATAAGGAAq

90 100 110

TTCATTTCATTTGGAGAGGACACGCTCGA

D05-Y75772-G0237014-4 G0237014-4-seqglr.
G0237014-4.5eg(1>869)

abl (1>770)¢—
—

TTCATTTCATTTGGAGAGGACACGCTCGA
GCTCGA

120 130 140

GTATAAGAGCTCTATTTTTACAACAATTA

D05-Y75772-G0237014-4 G0237014-4-seqglr.
G0237014-4.5eg(1>869)

abl (1>770)¢—
—

GTATAAGAGCTCTATTTTTACAACAATTA
GTATAAGAGCTCTATTTTTACAACAATTA

150 160 170

CCAACAACAACAAACAACAAACAACATTA

D05-Y75772-G0237014-4 G0237014-4-seqglr.

G0237014-4.5eg(1>869)

abl (1>770)¢—
—

CCAACAACAACAAACAACAAACAACATTA
CCAACAACAACAAACAACAAACAACATTA

180 190 200

CAATTACATTTACAATTACCATGGGCAAG

D05-Y75772-G0237014-4 G0237014-4-seqglr.
G0237014-4.5eg(1>869)

abl (1>770)¢—
—

CAATTACATTTACAATTACCATGGGCAAG
CAATTACATTTACAATTACCATGGGCAAQ

210 220 230

GGCGAGGAGCTGTTCACCGGGGTGGTGCC

D05-Y75772-G0237014-4 G0237014-4-seqlr.
G0237014-4.5eg(1>869)

abl (1>770)¢—
—

GGCGAGGAGCTGTTCACCGGGGTGGTGCA
GGCGAGGAGCTGTTCACCGGGGTGGTGCA

240 250 260

CATCCTGGTCGAGCTGGACGGCGACGTAA

D05-Y75772-G0237014-4 G0237014-4-seqlr.
G0237014-4.5eg(1>869)

abl (1>770)¢—
—

CATCCTGGTCGAGCTGGACGGCGACGTAA
CATCCTGGTCGAGCTGGACGGCGACGTAA

270 280 29C

ACGGCCACAAGTTCAGCGTGTCCGGCGAG

D05-Y75772-G0237014-4 G0237014-4-seqlr.
G0237014-4.seq(1>869)

abl (1>770)¢—
—

ACGGCCACAAGTTCAGCGTGTCCGGCGAJ
ACGGCCACAAGTTCAGCGTGTCCGGCGAJ

300 310

GGCGAGGGCGATGCCACCTACGGCAAGCT

D05-Y75772-G0237014-4 G0237014-4-seqglr.

abl (1>770)¢— |

GGCGAGGGCGATGCCACCTACGGCAAGCT]
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300 310

GGCGAGGGCGATGCCACCTACGGCAAGCT

G0237014-4.seg(1>869)

—> [ GGCGAGGGCGATGCCACCTACGGCAAGCT

320

330 340

GACCCTGAAGTTCATCTGCACCACCGGCA

D05-Y75772-G0237014-4 G0237014-4-seqlr.
G0237014-4.seq(1>869)

abl (1>770)¢—
—

GACCCTGAAGTTCATCTGCACCACCGGCA
GACCCTGAAGTTCATCTGCACCACCGGCA

350 360 370

AGCTGCCCGTGCCCTGGCCCACCCTCGTG

D05-Y75772-G0237014-4 G0237014-4-seqlr.
G0237014-4.seq(1>869)

abl (1>770)¢—
—

AGCTGCCCGTGCCCTGGCCCACCCTCGTH
AGCTGCCCGTGCCCTGGCCCACCCTCGT(

380 390 400

ACCACCTTCGGCTACGGCCTGCAGTGCTT

D05-Y75772-G0237014-4 G0237014-4-seqglr.

G0237014-4.seg(1>869)

abl (1>770)¢—
—

ACCACCTTCGGCTACGGCCTGCAGTGCTT
ACCACCTTCGGCTACGGCCTGCAGTGCTT

410 420 430

CGCCCGCTACCCCGACCACATGAAGCAGC

D05-Y75772-G0237014-4 G0237014-4-seqlr.
G0237014-4.seq(1>869)

abl (1>770)¢—
—

CGCCCGCTACCCCGACCACATGAAGCAG(
CGCCCGCTACCCCGACCACATGAAGCAG(

440 450 460

ACGACTTCTTCAAGTCCGCCATGCCCGAA

D05-Y75772-G0237014-4 G0237014-4-seqglr.
G0237014-4.5eg(1>869)

abl (1>770)¢—
—

ACGACTTCTTCAAGTCCGCCATGCCCGAA
ACGACTTCTTCAAGTCCGCCATGCCCGAA

470 480 490

GGCTACGTCCAGGAGCGCACCATCTTCTT

D05-Y75772-G0237014-4 G0237014-4-seqglr.

G0237014-4.5eg(1>869)

abl (1>770)¢—
—

GGCTACGTCCAGGAGCGCACCATCTTCTT
GGCTACGTCCAGGAGCGCACCATCTTCTT

500 510 520

CAAGGACGACGGCAACTACAAGACCCGCG

D05-Y75772-G0237014-4 G0237014-4-seqglr.
G0237014-4.5eg(1>869)

abl (1>770)¢—
—

CAAGGACGACGGCAACTACAAGACCCGCS
CAAGGACGACGGCAACTACAAGACCCGC

530 540 550

CCGAGGTGAAGTTCGAGGGCGACACCCTG

D05-Y75772-G0237014-4 G0237014-4-seqglr.
G0237014-4.5eg(1>869)

abl (1>770)¢—
—

CCGAGGTGAAGTTCGAGGGCGACACCCTG
CCGAGGTGAAGTTCGAGGGCGACACCCT(

560 570 58C

GTGAACCGCATCGAGCTGAAGGGCATCGA

D05-Y75772-G0237014-4 G0237014-4-seqlr.
G0237014-4.5eg(1>869)

abl (1>770)¢—
—

GTGAACCGCATCGAGCTGAAGGGCATCGA
GTGAACCGCATCGAGCTGAAGGGCATCGA
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590 600

CTTCAAGGAGGACGGCAACATCCTGGGGC

D05-Y75772-G0237014-4 G0237014-4-seglr.abl (1>770)¢—

G0237014-4.5eg(1>869)

—

CTTCAAGGAGGACGGCAACATCCTGGGGA
CTTCAAGGAGGACGGCAACATCCTGGGGA

610 620 630

ACAAGCTGGAGTACAACTACAACAGCCAC

D05-Y75772-G0237014-4 G0237014-4-seglr.abl (1>770)¢—

G0237014-4.5eg(1>869)

—

ACAAGCTGGAGTACAACTACAACAGCCA(Q
ACAAGCTGGAGTACAACTACAACAGCCA(Q

640 650 660

AACGTCTATATCATGGCCGACAAGCAGAA

D05-Y75772-G0237014-4 G0237014-4-seglr.abl (1>770)¢—

G0237014-4.seg(1>869)

—

AACGTCTATATCATGGCCGACAAGCAGAA
AACGTCTATATCATGGCCGACAAGCAGAN

670 680 690

GAACGGCATCAAGGTGAACTTCAAGATCC

D05-Y75772-G0237014-4 G0237014-4-seglr.abl (1>770)¢—

G0237014-4.seg(1>869)

—

GAACGGCATCAAGGTGAACTTCAAGATCA
GAACGGCATCAAGGTGAACTTCAAGATCA

700 710 720

GCCACAACATCGAGGACGGCAGCGTGCAG

D05-Y75772-G0237014-4 G0237014-4-seglr.abl (1>770)¢—

G0237014-4.seg(1>869)

—

GCCACAACATCGAGGACGGCAGCGTGCAG
GCCACAACATCGAGGACGGCAGCGTGCAQG

730 740 750

CTCGCCGACCACTACCAGCAGAACACCCC

D05-Y75772-G0237014-4 G0237014-4-seglr.abl (1>770)¢—

cTCGCCGACCACTACCAGCAGAACACCC(

G0237014-4.seq(1>869) —> | CTCGCCGACCACTACCAGCAGAACACCCA

G1l1-Y75772-G0237014-4 G0237014-4-seg2.abl (1>786) — CAGCAGAaCACCC(
| 7?0 | 7?0 | 7%0
CATCGGCGACGGCCCCGTGCTGCTGCCCG

D05-Y75772-G0237014-4 G0237014-4-seglr.abl (1>770)¢— | CATCGGCGACGGCCCC

G0237014-4.seq(1>869) —> | CATCGGCGACGGCCCCGTGCTGCTGCCC
G1l1-Y75772-G0237014-4 G0237014-4-seg2.abl (1>786) —> | CATCGGCGACGGCCCCGTGCTGCTGCCCH
| 7?0 | 890 | 8%0

ACAACCACTACCTGAGCTACCAGTCCGCC

G0237014-4.seq(1>869) —> | ACAACCACTACCTGAGCTACCAGTCCGCA
G1l1-Y75772-G0237014-4 G0237014-4-seg2.abl (1>786) —> | ACAACCACTACCTGAGCTACCaGTCCGC(
| 8%0 | 8?0 | 8%0

CTGAGCAAAGACCCCAACGAGAAGCGCGA

G0237014-4.seq(1>869) —> | CTGAGCAAAGACCCCAACGAGAAGCGCGA
G1l1-Y75772-G0237014-4 G0237014-4-seg2.abl (1>786) —> | CTGAGCAAAGACCCCAACGAGAAGCGCGA
| 8?0 | 8?0 | 8?0

TCACATGGTCCTGCTGGAGTTCGTGACCG

G0237014-4.seq(1>869) —> | TCACATGGTCCTGCTGGAGTTCGTGACCG
G1l1-Y75772-G0237014-4 G0237014-4-seqg2.abl (1>786) —> | TCACATGGTCCTGCTGGAGTTCGTGACCH
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880 890

CCGCCGGGATCACTCTCGGCATGGACGAG

G0237014-4.seq(1>869) —> | CCGCCGGGATCACTCTCGGCATGGACGAG
G11-Y75772-G0237014-4 G0237014-4-seg2.abl (1>786) —> | CCGCCGGGATCACTCTCGGCATGGACGAQ
900 910 | 920 |
CTGTACAAGTCCGGACTCAGATCTCGAGC
G0237014-4.seq(1>869) — | CTGTACAAGTCCGGACTCAGATCTCGAGG
G11-Y75772-G0237014-4 G0237014-4-seg2.abl (1>786) —> | CTGTACAAGTCCGGACTCAGATCTCGAG(
930 940 950 |
TCAAGCTTCGAATTCTGCAGTCGACGGTA
G0237014-4.seq(1>869) —> | TCAAGCTTCGAATTCTGCAGTCGACGGTA
G11-Y75772-G0237014-4 G0237014-4-seg2.abl (1>786) —> | TCAAGCTTCGAATTCTGCAGTCGACGGTA
960 | 970 980 |
CCGCGGGCCCGGGATCATCAACAAGTTTG
G0237014-4.seq(1>869) —> | CCGCGGGCCCGGGATCATCA
G11-Y75772-G0237014-4 G0237014-4-seg2.abl (1>786) —> | CCGCGGGCCCGGGATCATCAACAAGTTTG
990 1000 1010
TACAAAAAAGCTGAACGAGAAACGTAAAA
G11-Y75772-G0237014-4 G0237014-4-seq2.abl (1>786) —> | TACAAAAAAGCTGAACGAGAAACGTAAAN
10@0 | 1050 | 1o§o
TGATATAAATATCAATATATTAAATTAGA
G11-Y75772-G0237014-4 G0237014-4-seq2.abl (1>786) —> | TGATATAAATATCAATATATTAAATTAGH
| 1opo | 10@0 | 1070
TTTTGCATAAAAAACAGACTACATAATAC
G11-Y75772-G0237014-4 G0237014-4-seqg2.abl (1>786) —> | TTTTGCATAAAAAACAGACTACATAATA(
. 1080 1090 1100
TGTAAAACACAACATATCCAGTCACTATG
G11-Y75772-G0237014-4 G0237014-4-seq2.abl (1>786) —> | TGTAAAACACAACATATCCAGTCACTAT(
;1110 1120 1130
GCGGCCGCATTAGGCACCCCAGGCTTTAC
G11-Y75772-G0237014-4 G0237014-4-seq2.abl (1>786) —> | GCGGCCGCATTAGGCACCCCAGGCTTTAJ
[, 1140 1150 116
ACTTTATGCTTCCGGCTCGTATAATGTGT
G11-Y75772-G0237014-4 G0237014-4-seqg2.abl (1>786) —> | ACTTTATGCTTCCGGCTCGTATAATGTGT]
| 1170 | 1%80 |
GGATTTTGAGTTAGGATCCGTCGAGATTT
G11-Y75772-G0237014-4 G0237014-4-seqg2.abl (1>786) —> | GGATTTTGAGTTAGGATCCGTCGAGATTT]
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1190

1200

1210

TCAGGAGCTAAGGAAGCTAAAATGGAGAA

Gl1-Y75772-G0237014-4 G0237014-4-seg2.

abl (1>786) ——>| TCAGGAGCTAAGGAAGCTAAAATGGAGAN

1220 1230 1240

AAAAATCACTGGATATACCACCGTTGATA

Gl1-Y75772-G0237014-4 G0237014-4-seqg2

.abl(1>786) — |

AAAAATCACTGGATATACCACCGTTGATN

1250 1260 1270

TATCCCAATGGCATCGTAAAGAACATTTT

Gl1-Y75772-G0237014-4 G0237014-4-seqg2

.abl (1>786)

TATCCCAATGGCATCGTAAAGAACATTTﬂ

1280 1290 1300

GAGGCATTTCAGTCAGTTGCTCAATGTAC

Gl11-Y75772-G0237014-4 G0237014-4-seq2

.abl (1>786)

GAGGCATTTCAGTCAGTTGCTCAATGTAQ

1310

1320

1330

CTATAACCAGACCGTTCAGCTGGATATTA

Gl11-Y75772-G0237014-4 G0237014-4-seq2

.abl (1>786)

CTATAACCAGACCGTTCAGCTGGATATTN

1340 1350 1360

CGGCCTTTTTAAAGACCGTAAAGAAAAAT

Gl1-Y75772-G0237014-4 G0237014-4-seqg2

.abl (1>786)

CGGCCTTTTTAAAGACCGTAAAGAAAAAﬂ

1370 1380 1390

AAGCACAAGTTTTATCCGGCCTTTATTCA

Gl1-Y75772-G0237014-4 G0237014-4-seqg2

.abl (1>786)

AAGCACAAGTTTTATCCGGCCTTTATTCN

1400 1410 1420

CATTCTTGCCCGCCTGATGAATGCTCATC

Gl11-Y75772-G0237014-4 G0237014-4-seq2

.abl (1>786)

CATTCTTGCCCGCCTGATGAATGCTCATJ

1430 1440 145

CGGAATTCCGTATGGCAATGAAAGACGGT

G11-Y75772-G0237014-4 G0237014-4-seqg2

.abl (1>786)

CGGAATTCCGTATGGCAATGAAAGACGGT]

1460 1470

GAGCTGGTGATATGGGATAGTGTTCACCC

Gl1-Y75772-G0237014-4 G0237014-4-seqg2

.abl (1>786) ——>| GAGCTGGTGATATGGGATAGTGTTCACCd

1480 1490 1500

TTGTTACACCGTTTTCCATGAGCAAACTG

Gl1-Y75772-G0237014-4 G0237014-4-seg2.

abl (1>786) ——>| TTGTTACACCGTTTTCCATGAGCAAACTq

1510 1520

AAACGTTTTCATCGCTCT

Gl1-Y75772-G0237014-4 G0237014-4-seqg?2.

abl (1>786) — | AAACGTTTTCATCGCTCT




