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20 30

TGGCAGGATATATTGTGGTGTAAACAAATT

G0260333-1.

seq(1>11649)

TGGCAGGATATATTGTGGTGTAAACAAATﬂ

40 50 60

GACGCTTAGACAACTTAATAACACATTGCG

G0260333-1.

seqg(1>11649)

GACGCTTAGACAACTTAATAACACATTGCH

90

GACGTTTTTAATGTACTGAATTAACGCCGA

G0260333-1.

seqg(1>11649)

GACGTTTTTAATGTACTGAATTAACGCCGN

100 110 120

ATTAATTCGAGCTCGGATCTGATAATTTAT

G0260333-1

.seq(1>11649)

ATTAATTCGAGCTCGGATCTGATAATTTAﬂ

130 140 150

TTGAAAATTCATAAGAAAAGCAAACGTTAC

G0260333-1.

seq(1>11649)

TTGAAAATTCATAAGAAAAGCAAACGTTAq

160 170 180

ATGAATTGATGAAACAATACAAAGACAGAT

G0260333-1.

seq(1>11649)

ATGAATTGATGAAACAATACAAAGACAGAﬂ

190 200 21C

AAAGCCACGCACATTTAGGATATTGGCCGA

G0260333-1.

seqg(1>11649)

AAAGCCACGCACATTTAGGATATTGGCCGH

220 230 24C

GATTACTGAATATTGAGTAAGATCACGGAA

G0260333-1.

seq(1>11649)

GATTACTGAATATTGAGTAAGATCACGGAH

250 260 27C

TTTCTGACAGGAGCATGTCTTCAATTCAGC

G0260333-1.

seqg(1>11649)

TTTCTGACAGGAGCATGTCTTCAATTCAGq

280 290 300

CCAAATGGCAGTTGAAATACTCAAACCGCC

G0260333-1.

seq(1>11649)

CCAAATGGCAGTTGAAATACTCAAACCch

310 320 330

CCATATGCAGGAGCGGATCATTCATTGTTT

G0260333-1

.seq(1>11649)

- |

CCATATGCAGGAGCGGATCATTCATTGTTﬂ

340 350 360

GTTTGGTTGCCTTTGCCAACATGGGAGTCC

G0260333-1.

seq(1>11649)

GTTTGGTTGCCTTTGCCAACATGGGAGTC(
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370 380 390

AAGATTCTGCAGTCAAATCTCGGTGACGGG

G0260333-1.

seq(1>11649)

AAGATTCTGCAGTCAAATCTCGGTGACGGH

400 410 42C

CAGGACCGGACGGGGCGGTACCGGCAGGCT

G0260333-1.

seqg(1>11649)

CAGGACCGGACGGGGCGGTACCGGCAGGCT

430 440 450

GAAGTCCAGCTGCCAGAAACCCACGTCATG

G0260333-1.

seqg(1>11649)

GAAGTCCAGCTGCCAGAAACCCACGTCATQ

460 470 480

CCAGTTCCCGTGCTTGAAGCCGGCCGCCCG

G0260333-1

.seq(1>11649)

CCAGTTCCCGTGCTTGAAGCCGGCCGCCCYH

490 500 510

CAGCATGCCGCGGGGGGCATATCCGAGCGC

G0260333-1.

seq(1>11649)

CAGCATGCCGCGGGGGGCATATCCGAGCG(

520 530 540

CTCGTGCATGCGCACGCTCGGGTCGTTGGG

G0260333-1.

seq(1>11649)

CTCGTGCATGCGCACGCTCGGGTCGTTGGY

550 560 570

CAGCCCGATGACAGCGACCACGCTCTTGAA

G0260333-1.

seqg(1>11649)

CAGCCCGATGACAGCGACCACGCTCTTGAAN

580 590 60C

GCCCTGTGCCTCCAGGGACTTCAGCAGGTG

G0260333-1.

seq(1>11649)

GCCCTGTGCCTCCAGGGACTTCAGCAGGTY

610 620 63C

GGTGTAGAGCGTGGAGCCCAGTCCCGTCCG

G0260333-1.

seqg(1>11649)

GGTGTAGAGCGTGGAGCCCAGTCCCGTCCQH

640 650 66C

CTGGTGGCGGGGGGAGACGTACACGGTCGA

G0260333-1.

seq(1>11649)

CTGGTGGCGGGGGGAGACGTACACGGTCGH

670 680 69C

CTCGGCCGTCCAGTCGTAGGCGTTGCGTGC

G0260333-1

.seq(1>11649)

- |

CTCGGCCGTCCAGTCGTAGGCGTTGCGTG(

700 710 72C

CTTCCAGGGGCCCGCGTAGGCGATGCCGGC

G0260333-1.

seq(1>11649)

CTTCCAGGGGCCCGCGTAGGCGATGCCGG]
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730 740 750

GACCTCGCCGTCCACCTCGGCGACGAGCCA

G0260333-1.

seq(1>11649)

GACCTCGCCGTCCACCTCGGCGACGAGCCH

760 770 780

GGGATAGCGCTCCCGCAGACGGACGAGGTC

G0260333-1.

seqg(1>11649)

GGGATAGCGCTCCCGCAGACGGACGAGGT(

790 800 810

GTCCGTCCACTCCTGCGGTTCCTGCGGCTC

G0260333-1.

seqg(1>11649)

GTCCGTCCACTCCTGCGGTTCCTGCGGCTJ

820 830 840

GGTACGGAAGTTGACCGTGCTTGTCTCGAT

G0260333-1

.seq(1>11649)

GGTACGGAAGTTGACCGTGCTTGTCTCGAT]

850 860 870

GTAGTGGTTGACGATGGTGCAGACCGCCGG

G0260333-1.

seq(1>11649)

GTAGTGGTTGACGATGGTGCAGACCGCCGQH

880 890 90C

CATGTCCGCCTCGGTGGCACGGCGGATGTC

G0260333-1.

seq(1>11649)

CATGTCCGCCTCGGTGGCACGGCGGATGT(

910 920 93C

GGCCGGGCGTCGTTCTGGGCTCATCGATTC

G0260333-1.

seqg(1>11649)

GGCCGGGCGTCGTTCTGGGCTCATCGATT(

940 950 96C

GATTTGGTGTATCGAGATTGGTTATGAAAT

G0260333-1.

seq(1>11649)

GATTTGGTGTATCGAGATTGGTTATGAAAﬂ

970 980 99C

TCAGATGCTAGTGTAATGTATTGGTAATTT

G0260333-1.

seqg(1>11649)

TCAGATGCTAGTGTAATGTATTGGTAATTﬂ

1000 1010 102

GGGAAGATATAATAGGAAGCAAGGCTATTT

G0260333-1.

seq(1>11649)

GGGAAGATATAATAGGAAGCAAGGCTATTﬂ

1030 1040 105

ATCCATTTCTGAAAAGGCGAAATGGCGTCA

G0260333-1

.seq(1>11649)

- |

ATCCATTTCTGAAAAGGCGAAATGGCGTCH

1060 1070 108

CCGCGAGCGTCACGCGCATTCCGTTCTTGC

G0260333-1.

seq(1>11649)

CCGCGAGCGTCACGCGCATTCCGTTCTTG]
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1090 1100 111

TGTAAAGCGTTGTTTGGTACACTTTTGACT

G0260333-1.

seq(1>11649)

TGTAAAGCGTTGTTTGGTACACTTTTGACﬂ

1120 1130 114

AGCGAGGCTTGGCGTGTCAGCGTATCTATT

G0260333-1.

seqg(1>11649)

AGCGAGGCTTGGCGTGTCAGCGTATCTATT

1150 1160 117

CAAAAGTCGTTAATGGCTGCGGATCAAGAA

G0260333-1.

seqg(1>11649)

CAAAAGTCGTTAATGGCTGCGGATCAAGAN

1180 1190 120

AAAGTTGGAATAGAAACAGAATACCCGCGA

G0260333-1

.seq(1>11649)

AAAGTTGGAATAGAAACAGAATACCCGCGN

1210 1220 123

AATTCAGGCCCGGTTGCCATGTCCTACACG

G0260333-1.

seq(1>11649)

AATTCAGGCCCGGTTGCCATGTCCTACACH

1240 1250 126

CCGAAATAAACGACCAAATTAGTAGAAAAA

G0260333-1.

seq(1>11649)

CCGAAATAAACGACCAAATTAGTAGAAAAH

1270 1280 129

TAAAAACTGACTCGGATACTTACGTCACGT

G0260333-1.

seqg(1>11649)

TAAAAACTGACTCGGATACTTACGTCACGT

1300 1310 132

CTTGCGCACTGATTTGAAAAATCTCAGAAT

G0260333-1.

seq(1>11649)

CTTGCGCACTGATTTGAAAAATCTCAGAAﬂ

1330 1340 135

TCCAATCCCACAAAAATCTGAGCTTAACAG

G0260333-1.

seqg(1>11649)

TCCAATCCCACAAAAATCTGAGCTTAACAQ

1360 1370 138

CACAGTTGCTCCTCTCAGAGCAGAATCGGG

G0260333-1.

seq(1>11649)

CACAGTTGCTCCTCTCAGAGCAGAATCGGY

1390 1400 141

TATTCAACACCCTCATATCAACTACTACGT

G0260333-1

.seq(1>11649)

- |

TATTCAACACCCTCATATCAACTACTACGﬂ

1420 1430 144

TGTGTATAACGGTCCACATGCCGGTATATA

G0260333-1.

seq(1>11649)

TGTGTATAACGGTCCACATGCCGGTATATA
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1450 1460 147

CGATGACTGGGGTTGTACAAAGGCGGCAAC

G0260333-1.

seq(1>11649)

CGATGACTGGGGTTGTACAAAGGCGGCAAJ

1480 1490 150

AAACGGCGTTCCCGGAGTTGCACACAAGAA

G0260333-1.

seqg(1>11649)

AAACGGCGTTCCCGGAGTTGCACACAAGAN

1510 1520 153

ATTTGCCACTATTACAGAGGCAAGAGCAGC

G0260333-1.

seqg(1>11649)

ATTTGCCACTATTACAGAGGCAAGAGCAGq

1540 1550 156

AGCTGACGCGTACACAACAAGTCAGCAAAC

G0260333-1

.seq(1>11649)

AGCTGACGCGTACACAACAAGTCAGCAAA(

1570 1580 159

AGACAGGTTGAACTTCATCCCCAAAGGAGA

G0260333-1.

seq(1>11649)

AGACAGGTTGAACTTCATCCCCAAAGGAGH

1600 1610 162

AGCTCAACTCAAGCCCAAGAGCTTTGCTAA

G0260333-1.

seq(1>11649)

AGCTCAACTCAAGCCCAAGAGCTTTGCTAH

1630 1640 165

GGCCCTAACAAGCCCACCAAAGCAAAAAGC

G0260333-1.

seqg(1>11649)

GGCCCTAACAAGCCCACCAAAGCAAAAAG]

1660 1670 168

CCACTGGCTCACGCTAGGAACCAAAAGGCC

G0260333-1.

seq(1>11649)

CCACTGGCTCACGCTAGGAACCAAAAGGC(

1690 1700 171

CAGCAGTGATCCAGCCCCAAAAGAGATCTC

G0260333-1.

seqg(1>11649)

CAGCAGTGATCCAGCCCCAAAAGAGATCT(

1720 1730 174

CTTTGCCCCGGAGATTACAATGGACGATTT

G0260333-1.

seq(1>11649)

CTTTGCCCCGGAGATTACAATGGACGATTT]

1750 1760 177

CCTCTATCTTTACGATCTAGGAAGGAAGTT

G0260333-1

.seq(1>11649)

- |

CCTCTATCTTTACGATCTAGGAAGGAAGTﬂ

1780 1790 180

CGAAGGTGAAGGTGACGACACTATGTTCAC

G0260333-1.

seq(1>11649)

CGAAGGTGAAGGTGACGACACTATGTTCA(
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1810 1820 183

CACTGATAATGAGAAGGTTAGCCTCTTCAA

G0260333-1.

seq(1>11649)

CACTGATAATGAGAAGGTTAGCCTCTTCAH

1840 1850 186

TTTCAGAAAGAATGCTGACCCACAGATGGT

G0260333-1.

seqg(1>11649)

TTTCAGAAAGAATGCTGACCCACAGATGGT

1870 1880 189

TAGAGAGGCCTACGCAGCAGGTCTCATCAA

G0260333-1.

seqg(1>11649)

TAGAGAGGCCTACGCAGCAGGTCTCATCAN

1900 1910 192

GACGATCTACCCGAGTAACAATCTCCAGGA

G0260333-1

.seq(1>11649)

GACGATCTACCCGAGTAACAATCTCCAGGH

1930 1940 195

GATCAAATACCTTCCCAAGAAGGTTAAAGA

G0260333-1.

seq(1>11649)

GATCAAATACCTTCCCAAGAAGGTTAAAGN

1960 1970 198

TGCAGTCAAAAGATTCAGGACTAATTGCAT

G0260333-1.

seq(1>11649)

TGCAGTCAAAAGATTCAGGACTAATTGCAﬂ

1990 2000 201

CAAGAACACAGAGAAAGACATATTTCTCAA

G0260333-1.

seqg(1>11649)

CAAGAACACAGAGAAAGACATATTTCTCAA

2020 2030 204

GATCAGAAGTACTATTCCAGTATGGACGAT

G0260333-1.

seq(1>11649)

GATCAGAAGTACTATTCCAGTATGGACGAﬂ

2050 2060 207

TCAAGGCTTGCTTCATAAACCAAGGCAAGT

G0260333-1.

seqg(1>11649)

TCAAGGCTTGCTTCATAAACCAAGGCAAGﬂ

2080 2090 210

AATAGAGATTGGAGTCTCTAAAAAGGTAGT

G0260333-1.

seq(1>11649)

AATAGAGATTGGAGTCTCTAAAAAGGTAGﬂ

2110 2120 213

TCCTACTGAATCTAAGGCCATGCATGGAGT

G0260333-1

.seq(1>11649)

- |

TCCTACTGAATCTAAGGCCATGCATGGAGﬂ

2140 2150 216

CTAAGATTCAAATCGAGGATCTAACAGAAC

G0260333-1.

seq(1>11649)

CTAAGATTCAAATCGAGGATCTAACAGAA(
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2170 2180 219

TCGCCGTGAAGACTGGCGAACAGTTCATAC

G0260333-1.

seq(1>11649)

TCGCCGTGAAGACTGGCGAACAGTTCATAJ

2200 2210 222

AGAGTCTTTTACGACTCAATGACAAGAAGA

G0260333-1.

seqg(1>11649)

AGAGTCTTTTACGACTCAATGACAAGAAGH

2230 2240 225

AAATCTTCGTCAACATGGTGGAGCACGACA

G0260333-1.

seqg(1>11649)

AAATCTTCGTCAACATGGTGGAGCACGACH

2260 2270 228

CTCTGGTCTACTCCAAAAATGTCAAAGATA

G0260333-1

.seq(1>11649)

CTCTGGTCTACTCCAAAAATGTCAAAGATN

2290 2300 231

CAGTCTCAGAAGACCAAAGGGCTATTGAGA

G0260333-1.

seq(1>11649)

CAGTCTCAGAAGACCAAAGGGCTATTGAGH

2320 2330 234

CTTTTCAACAAAGGATAATTTCGGGAAACC

G0260333-1.

seq(1>11649)

CTTTTCAACAAAGGATAATTTCGGGAAAcq

2350 2360 237

TCCTCGGATTCCATTGCCCAGCTATCTGTC

G0260333-1.

seqg(1>11649)

TCCTCGGATTCCATTGCCCAGCTATCTGT(

2380 2390 240

ACTTCATCGAAAGGACAGTAGAAAAGGAAG

G0260333-1.

seq(1>11649)

ACTTCATCGAAAGGACAGTAGAAAAGGAAQ

2410 2420 243

GTGGCTCCTACAAATGCCATCATTGCGATA

G0260333-1.

seqg(1>11649)

GTGGCTCCTACAAATGCCATCATTGCGATH

2440 2450 246

AAGGAAAGGCTATCATTCAAGATCTCTCTG

G0260333-1.

seq(1>11649)

AAGGAAAGGCTATCATTCAAGATCTCTCTq

2470 2480 249

CCGACAGTGGTCCCAAAGATGGACCCCCAC

G0260333-1

.seq(1>11649)

- |

CCGACAGTGGTCCCAAAGATGGACCCCCAJ

2500 2510 252

CCACGAGGAGCATCGTGGAAAAAGAAGACG

G0260333-1.

seq(1>11649)

CCACGAGGAGCATCGTGGAAAAAGAAGACH
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2530 2540 255

TTCCAACCACGTCTTCAAAGCAAGTGGATT

G0260333-1.

seq(1>11649)

TTCCAACCACGTCTTCAAAGCAAGTGGATﬂ

2560 2570 258

GATGTGACATCTCCACTGACGTAAGGGATG

G0260333-1.

seqg(1>11649)

GATGTGACATCTCCACTGACGTAAGGGAT(

2590 2600 261

ACGCACAATCCCACTATCCTTCGCAAGACC

G0260333-1.

seqg(1>11649)

ACGCACAATCCCACTATCCTTCGCAAGAC(

2620 2630 264

CTTCCTCTATATAAGGAAGTTCATTTCATT

G0260333-1

.seq(1>11649)

CTTCCTCTATATAAGGAAGTTCATTTCATﬂ

2650 2660 267

TGGAGAGGACACGCTCGAGATCACAAGTTT

G0260333-1.

seq(1>11649)

TGGAGAGGACACGCTCGAGATCACAAGTTT]

2680 2690 270

GTACAAAAAAGCTGAACGAGAAACGTAAAA

G0260333-1.

seq(1>11649)

GTACAAAAAAGCTGAACGAGAAACGTAAAH

2710 2720 273

TGATATAAATATCAATATATTAAATTAGAT

G0260333-1.

seqg(1>11649)

TGATATAAATATCAATATATTAAATTAGAT

2740 2750 276

TTTGCATAAAAAACAGACTACATAATACTG

G0260333-1.

seq(1>11649)

TTTGCATAAAAAACAGACTACATAATACTq

2770 2780 279

TAAAACACAACATATCCAGTCACTATGGCG

G0260333-1.

seqg(1>11649)

TAAAACACAACATATCCAGTCACTATGGCQ

2800 2810 282

GCCGCATTAGGCACCCCAGGCTTTACACTT

G0260333-1.

seq(1>11649)

GCCGCATTAGGCACCCCAGGCTTTACACTT]

2830 2840 285

TATGCTTCCGGCTCGTATAATGTGTGGATT

G0260333-1

.seq(1>11649)

- |

TATGCTTCCGGCTCGTATAATGTGTGGATﬂ

2860 2870 288

TTGAGTTAGGATCCGTCGAGATTTTCAGGA

G0260333-1.

seq(1>11649)

TTGAGTTAGGATCCGTCGAGATTTTCAGGH
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2890 2900 291

GCTAAGGAAGCTAAAATGGAGAAAAAAATC

G0260333-1.

seq(1>11649)

GCTAAGGAAGCTAAAATGGAGAAAAAAATq

2920 2930 294

ACTGGATATACCACCGTTGATATATCCCAA

G0260333-1.

seqg(1>11649)

ACTGGATATACCACCGTTGATATATCCCAH

2950 2960 297

TGGCATCGTAAAGAACATTTTGAGGCATTT

G0260333-1.

seqg(1>11649)

TGGCATCGTAAAGAACATTTTGAGGCATTﬂ

2980 2990 300

CAGTCAGTTGCTCAATGTACCTATAACCAG

G0260333-1

.seq(1>11649)

CAGTCAGTTGCTCAATGTACCTATAACCAQ

3010 3020 303

ACCGTTCAGCTGGATATTACGGCCTTTTTA

G0260333-1.

seq(1>11649)

ACCGTTCAGCTGGATATTACGGCCTTTTTN

3040 3050 306

AAGACCGTAAAGAAAAATAAGCACAAGTTT

G0260333-1.

seq(1>11649)

AAGACCGTAAAGAAAAATAAGCACAAGTTﬂ

3070 3080 309

TATCCGGCCTTTATTCACATTCTTGCCCGC

G0260333-1.

seqg(1>11649)

TATCCGGCCTTTATTCACATTCTTGCCCG(

3100 3110 312

CTGATGAATGCTCATCCGGAATTCCGTATG

G0260333-1.

seq(1>11649)

CTGATGAATGCTCATCCGGAATTCCGTATQ

3130 3140 315

GCAATGAAAGACGGTGAGCTGGTGATATGG

G0260333-1.

seqg(1>11649)

GCAATGAAAGACGGTGAGCTGGTGATATGQ

3160 3170 318

GATAGTGTTCACCCTTGTTACACCGTTTTC

G0260333-1.

seq(1>11649)

GATAGTGTTCACCCTTGTTACACCGTTTTq

3190 3200 321

CATGAGCAAACTGAAACGTTTTCATCGCTC

G0260333-1

.seq(1>11649)

- |

CATGAGCAAACTGAAACGTTTTCATCGCTq

3220 3230 324

TGGAGTGAATACCACGACGATTTCCGGCAG

G0260333-1.

seq(1>11649)

TGGAGTGAATACCACGACGATTTCCGGCAG
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3250 3260 327

TTTCTACACATATATTCGCAAGATGTGGCG

G0260333-1.

seq(1>11649)

TTTCTACACATATATTCGCAAGATGTGGCQ

3280 3290 330

TGTTACGGTGAAAACCTGGCCTATTTCCCT

G0260333-1.

seqg(1>11649)

TGTTACGGTGAAAACCTGGCCTATTTCCCT

3310 3320 333

AAAGGGTTTATTGAGAATATGTTTTTCGTC

G0260333-1.

seqg(1>11649)

AAAGGGTTTATTGAGAATATGTTTTTCGTq

3340 3350 336

TCAGCCAATCCCTGGGTGAGTTTCACCAGT

G0260333-1

.seq(1>11649)

TCAGCCAATCCCTGGGTGAGTTTCACCAGT]

3370 3380 339

TTTGATTTAAACGTGGCCAATATGGACAAC

G0260333-1.

seq(1>11649)

TTTGATTTAAACGTGGCCAATATGGACAAq

3400 3410 342

TTCTTCGCCCCCGTTTTCACCATGGGCAAA

G0260333-1.

seq(1>11649)

TTCTTCGCCCCCGTTTTCACCATGGGCAAN

3430 3440 345

TATTATACGCAAGGCGACAAGGTGCTGATG

G0260333-1.

seqg(1>11649)

TATTATACGCAAGGCGACAAGGTGCTGAT]

3460 3470 348

CCGCTGGCGATTCAGGTTCATCATGCCGTT

G0260333-1.

seq(1>11649)

CCGCTGGCGATTCAGGTTCATCATGCCGTT]

3490 3500 351

TGTGATGGCTTCCATGTCGGCAGAATGCTT

G0260333-1.

seqg(1>11649)

TGTGATGGCTTCCATGTCGGCAGAATGCTT]

3520 3530 354

AATGAATTACAACAGTACTGCGATGAGTGG

G0260333-1.

seq(1>11649)

AATGAATTACAACAGTACTGCGATGAGTGq

3550 3560 357

CAGGGCGGGGCGTAAACGCGTGGATCCGGC

G0260333-1

.seq(1>11649)

- |

CAGGGCGGGGCGTAAACGCGTGGATCCGGJ

3580 3590 360

TTACTAAAAGCCAGATAACAGTATGCGTAT

G0260333-1.

seq(1>11649)

TTACTAAAAGCCAGATAACAGTATGCGTAT




20231 H15H 13:04
Project: Untitled.SQD Contig 1

Page 11

3610 3620 363

TTGCGCGCTGATTTTTGCGGTATAAGAATA

G0260333-1.

seq(1>11649)

TTGCGCGCTGATTTTTGCGGTATAAGAATH

3640 3650 366

TATACTGATATGTATACCCGAAGTATGTCA

G0260333-1.

seqg(1>11649)

TATACTGATATGTATACCCGAAGTATGTCH

3670 3680 369

AAAAGAGGTATGCTATGAAGCAGCGTATTA

G0260333-1.

seqg(1>11649)

AAAAGAGGTATGCTATGAAGCAGCGTATTN

3700 3710 372

CAGTGACAGTTGACAGCGACAGCTATCAGT

G0260333-1

.seq(1>11649)

CAGTGACAGTTGACAGCGACAGCTATCAGT]

3730 3740 375

TGCTCAAGGCATATATGATGTCAATATCTC

G0260333-1.

seq(1>11649)

TGCTCAAGGCATATATGATGTCAATATCTq

3760 3770 378

CGGTCTGGTAAGCACAACCATGCAGAATGA

G0260333-1.

seq(1>11649)

CGGTCTGGTAAGCACAACCATGCAGAATGH

3790 3800 381

AGCCCGTCGTCTGCGTGCCGAACGCTGGAA

G0260333-1.

seqg(1>11649)

AGCCCGTCGTCTGCGTGCCGAACGCTGGAN

3820 3830 384

AGCGGAAAATCAGGAAGGGATGGCTGAGGT

G0260333-1.

seq(1>11649)

AGCGGAAAATCAGGAAGGGATGGCTGAGGT]

3850 3860 387

CGCCCGGTTTATTGAAATGAACGGCTCTTT

G0260333-1.

seqg(1>11649)

CGCCCGGTTTATTGAAATGAACGGCTCTTT]

3880 3890 390

TGCTGACGAGAACAGGGGCTGGTGAAATGC

G0260333-1.

seq(1>11649)

TGCTGACGAGAACAGGGGCTGGTGAAATG(

3910 3920 393

AGTTTAAGGTTTACACCTATAAAAGAGAGA

G0260333-1

.seq(1>11649)

- |

AGTTTAAGGTTTACACCTATAAAAGAGAGH

3940 3950 396

GCCGTTATCGTCTGTTTGTGGATGTACAGA

G0260333-1.

seq(1>11649)

GCCGTTATCGTCTGTTTGTGGATGTACAGH
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3970 3980 399

GTGATATTATTGACACGCCCGGGCGACGGA

G0260333-1.

seq(1>11649)

GTGATATTATTGACACGCCCGGGCGACGGH

4000 4010 402

TGGTGATCCCCCTGGCCAGTGCACGTCTGC

G0260333-1.

seqg(1>11649)

TGGTGATCCCCCTGGCCAGTGCACGTCTG(

4030 4040 405

TGTCAGATAAAGTCTCCCGTGAACTTTACC

G0260333-1.

seqg(1>11649)

TGTCAGATAAAGTCTCCCGTGAACTTTAcq

4060 4070 408

CGGTGGTGCATATCGGGGATGAAAGCTGGC

G0260333-1.

seq(1>11649)

CGGTGGTGCATATCGGGGATGAAAGCTGG(

4090 4100 411

GCATGATGACCACCGATATGGCCAGTGTGC

G0260333-1.

seq(1>11649)

GCATGATGACCACCGATATGGCCAGTGTG(

4120 4130 414

CGGTCTCCGTTATCGGGGAAGAAGTGGCTG

G0260333-1.

seq(1>11649)

CGGTCTCCGTTATCGGGGAAGAAGTGGCTQ

4150 4160 417

ATCTCAGCCACCGCGAAAATGACATCAAAA

G0260333-1.

seqg(1>11649)

ATCTCAGCCACCGCGAAAATGACATCAAAN

4180 4190 420

ACGCCATTAACCTGATGTTCTGGGGAATAT

G0260333-1.

seq(1>11649)

ACGCCATTAACCTGATGTTCTGGGGAATAﬂ

4210 4220 423

AAATGTCAGGCTCCCTTATACACAGCCAGT

G0260333-1

.seqg(1>11649)
B12-D37476-G0260333-1 G0176846-V-SEQF.abl (1>793)—

—

AAATGTCAGGCTCCCTTATACACAGCCAGT
GT]

4240 4250 426

CTGCAGGTCGACCATAGTGACTGGATATGT

G0260333-1.seg(1>11649)
B12-D37476-G0260333-1 G0176846-V-SEQF.abl (1>793)—

—

CTGCAGGTCGACCATAGTGACTGGATATGT]
CTGCAGGTCGACCATAGTGACTGGATATGT]

4270 4280 429

TGTGTTTTACAGTATTATGTAGTCTGTTTT

G0260333-1.seg(1>11649)
B12-D37476-G0260333-1 G0176846-V-SEQF.abl (1>793)—

—

TGTGTTTTACAGTATTATGTAGTCTGTTTT]
TGTGTTTTACAGTATTATGTAGTCTGETTT
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4300 4310 432

TTATGCAAAATCTAATTTAATATATTGATA

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF'.

—
abl (1>793)—>

TTATGCAAAATCTAATTTAATATATTGATA
TTATGCAAAATCTAATTTAATATATTGATA

4330 4340 435

TTTATATCATTTTACGTTTCTCGTTCAGCT

G0260333-1.segq(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF.

—
abl (1>793)—>

TTTATATCATTTTACGTTTCTCGTTCAGCT]
TTTATATCATTTTACGTTTCTCGTTCAGCT]

4360 4370 438

TTCTTGTACAAAGTGGTGCCTAGGTGAGTC

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF'.

—
abl (1>793)—>

TTCTTGTACAAAGTGGTGCCTAGGTGAGT(
TTCTTGTACAAAGTGGTGCCTAGGTGAGT(

4390 4400 441

TAGAGAGTTAATTAAGACCCGGGACTAGTC

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF.

—
abl (1>793)—>

TAGAGAGTTAATTAAGACCCGGGACTAGT(
TAGAGAGTTAATTAAGACCCGGGACTAGT(

4420 4430 444

CCTAGAGTCCTGCTTTAATGAGATATGCGA

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF.

—
abl (1>793)—>

CCTAGAGTCCTGCTTTAATGAGATATGCGA
CCTAGAGTCCTGCTTTAATGAGATATGCGA

4450 4460 447

GACGCCTATGATCGCATGATATTTGCTTTC

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF.

—
abl (1>793)—>

GACGCCTATGATCGCATGATATTTGCTTT(
GACGCCTATGATCGCATGATATTTGCTTT(

4480 4490 450

AATTCTGTTGTGCACGTTGTAAAAAACCTG

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF'.

—
abl (1>793)—>

AATTCTGTTGTGCACGTTGTAAAAAACCTG
AATTCTGTTGTGCACGTTGTAAAAAACCTG

4510 4520 453

AGCATGTGTAGCTCAGATCCTTACCGCCGG

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF.

—
abl (1>793)—

AGCATGTGTAGCTCAGATCCTTACCGCCGG
AGCATGTGTAGCTCAGATCCTTACCGCCGG

4540 4550 456

TTTCGGTTCATTCTAATGAATATATCACCC

G0260333-1.segq(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF.

—
abl (1>793)—

TTTCGGTTCATTCTAATGAATATATCACC(
TTTCGGTTCATTCTAATGAATATATCACC(

4570 4580 459

GTTACTATCGTATTTTTATGAATAATATTC

G0260333-1.segq(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF.

—
abl (1>793)—

GTTACTATCGTATTTTTATGAATAATATT(
GTTACTATCGTATTTTTATGAATAATATT(
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4600 4610 462

TCCGTTCAATTTACTGATTGTACCCTACTA

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF'.

—
abl (1>793)—>

TCCGTTCAATTTACTGATTGTACCCTACTA
TCCGTTCAATTTACTGATTGTACCCTACTA

4630 4640 465

CTTATATGTACAATATTAAAATGAAAACAA

G0260333-1.segq(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF.

—
abl (1>793)—>

CTTATATGTACAATATTAAAATGAAAACAN
CTTATATGTACAATATTAAAATGAAAACAN

4660 4670 468

TATATTGTGCTGAATAGGTTTATAGCGACA

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF'.

—
abl (1>793)—>

TATATTGTGCTGAATAGGTTTATAGCGACAH
TATATTGTGCTGAATAGGTTTATAGCGACH

4690 4700 471

TCTATGATAGAGCGCCACAATAACAAACAA

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF.

—
abl (1>793)—>

TCTATGATAGAGCGCCACAATAACAAACAN
TCTATGATAGAGCGCCACAATAACAAACAN

4720 4730 474

TTGCGTTTTATTATTACAAATCCAATTTTA

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF.

—
abl (1>793)—>

TTGCGTTTTATTATTACAAATCCAATTTTA
TTGCGTTTTATTATTACAAATCCAATTTTA

4750 4760 477

AAAAAAGCGGCAGAACCGGTCAAACCTAAA

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF.

—
abl (1>793)—>

AAAAAAGCGGCAGAACCGGTCAAACCTAAN
AAAAAAGCGGCAGAACCGGTCAAACCTAAN

4780 4790 480

AGACTGATTACATAAATCTTATTCAAATTT

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF'.

—
abl (1>793)—>

AGACTGATTACATAAATCTTATTCAAATTT
AGACTGATTACATAAATCTTATTCAAATTT

4810 4820 483

CAAAAGTGCCCCAGGGGCTAGTATCTACGA

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF.

—
abl (1>793)—

CAAAAGTGCCCCAGGGGCTAGTATCTACGAH
CAAAAGTGCCCCAGGGGCTAGTATCTACGAH

4840 4850 486

CACACCGAGCGGCGAACTAATAACGCTCAC

G0260333-1.segq(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF.

—
abl (1>793)—

CACACCGAGCGGCGAACTAATAACGCTCA(Q
CACACCGAGCGGCGAACTAATAACGCTCA(Q

4870 4880 489

TGAAGGGAACTCCGGTTCCCCGCCGGCGCG

G0260333-1.segq(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF.

—
abl (1>793)—

TGAAGGGAACTCCGGTTCCCCGCCGGLCGLH
TGAAGGGAACTCCGGTTCCCCGCCGGCGLH
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4900 4910 492

CATGGGTGAGATTCCTTGAAGTTGAGTATT

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF'.

—
abl (1>793)—>

CATGGGTGAGATTCCTTGAAGTTGAGTATT
CATGGGTGAGATTCCTTGAAGTTGAGTATT]

4930 4940 495

GGCCGTCCGCTCTACCGAAAGTTACGGGCA

G0260333-1.segq(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF.

—
abl (1>793)—>

GGCCGTCCGCTCTACCGAAAGTTACGGGCAH
GGCCGTCCGCTCTACCGAAAGTTACGGGCA

4960 4970 498

CCATTCAACCCGGTCCAGCACGGCGGCCGG

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF'.

—
abl (1>793)—>

CCATTCAACCCGGTCCAGCACGGCGGCLCEY
CCATTCAACCCGGTCCAGCACGGCGGCCGYH

4990 5000 501

GTAACCGACTTGCTGCCCCGAGAATTATGC

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF.

—
abl (1>793)—>

GTAACCGACTTGCTGCCCCGAGAATTATG(
GTAACCGACTTGCTGCCCCGAGAATTATG(

5020 5030 504

AGCATTTTTTTGGTGTATGTGGGCCCCAAA

G0260333-1.seg(1>11649)

B12-D37476-G0260333-1 G0176846-V-SEQF.

—
abl (1>793)—>

AGCATTTTTTTGGTGTATGTGGGCCCCAAN
AGCATTTTTTT

5050 5060 507

TGAAGTGCAGGTCAAACCTTGACAGTGACG

G0260333-1.seg(1>11649)

TGAAGTGCAGGTCAAACCTTGACAGTGACH

5080 5090 510

ACAAATCGTTGGGCGGGTCCAGGGCGAATT

G0260333-1.segq(1>11649)

ACAAATCGTTGGGCGGGTCCAGGGCGAATT]

5110 5120 513

TTGCGACAACATGTCGAGGCTCAGCAGGAC

G0260333-1.segq(1>11649)

TTGCGACAACATGTCGAGGCTCAGCAGGA(

5140 5150 516

CTGCAGGCATGCAAGCTTGGCACTGGCCGT

G0260333-1.seg(1>11649)

CTGCAGGCATGCAAGCTTGGCACTGGCCGT]

5170 5180 519

CGTTTTACAACGTCGTGACTGGGAAAACCC

G0260333-1.seg(1>11649)

- |

CGTTTTACAACGTCGTGACTGGGAAAAccq

5200 5210 522

TGGCGTTACCCAACTTAATCGCCTTGCAGC

G0260333-1.seg(1>11649)

TGGCGTTACCCAACTTAATCGCCTTGCAG(
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5230 5240 525

ACATCCCCCTTTCGCCAGCTGGCGTAATAG

G0260333-1.

seq(1>11649)

ACATCCCCCTTTCGCCAGCTGGCGTAATA(

5260 5270 528

CGAAGAGGCCCGCACCGATCGCCCTTCCCA

G0260333-1.

seqg(1>11649)

CGAAGAGGCCCGCACCGATCGCCCTTCCCH

5290 5300 531

ACAGTTGCGCAGCCTGAATGGCGAATGCTA

G0260333-1.

seqg(1>11649)

ACAGTTGCGCAGCCTGAATGGCGAATGCTA

5320 5330 534

GAGCAGCTTGAGCTTGGATCAGATTGTCGT

G0260333-1

.seq(1>11649)

GAGCAGCTTGAGCTTGGATCAGATTGTCGT]

5350 5360 537

TTCCCGCCTTCAGTTTAAACTATCAGTGTT

G0260333-1.

seq(1>11649)

TTCCCGCCTTCAGTTTAAACTATCAGTGTﬂ

5380 5390 540

TGACAGGATATATTGGCGGGTAAACCTAAG

G0260333-1.

seq(1>11649)

TGACAGGATATATTGGCGGGTAAACCTAAq

5410 5420 543

AGAAAAGAGCGTTTATTAGAATAACGGATA

G0260333-1.

seqg(1>11649)

AGAAAAGAGCGTTTATTAGAATAACGGATH

5440 5450 546

TTTAAAAGGGCGTGAAAAGGTTTATCCGTT

G0260333-1.

seq(1>11649)

TTTAAAAGGGCGTGAAAAGGTTTATCCGTﬂ

5470 5480 549

CGTCCATTTGTATGTGCATGCCAACCACAG

G0260333-1.

seqg(1>11649)

CGTCCATTTGTATGTGCATGCCAACCACAQ

5500 5510 552

GGTTCCCCTCGGGATCAAAGTACTTTGATC

G0260333-1.

seq(1>11649)

GGTTCCCCTCGGGATCAAAGTACTTTGAT(

5530 5540 555

CAACCCCTCCGCTGCTATAGTGCAGTCGGC

G0260333-1

.seq(1>11649)

- |

CAACCCCTCCGCTGCTATAGTGCAGTCGG(

5560 5570 558

TTCTGACGTTCAGTGCAGCCGTCTTCTGAA

G0260333-1.

seq(1>11649)

TTCTGACGTTCAGTGCAGCCGTCTTCTGAA
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5590 5600 561

AACGACATGTCGCACAAGTCCTAAGTTACG

G0260333-1.

seq(1>11649)

AACGACATGTCGCACAAGTCCTAAGTTACQ

5620 5630 564

CGACAGGCTGCCGCCCTGCCCTTTTCCTGG

G0260333-1.

seqg(1>11649)

CGACAGGCTGCCGCCCTGCCCTTTTCCTG]

5650 5660 567

CGTTTTCTTGTCGCGTGTTTTAGTCGCATA

G0260333-1.

seqg(1>11649)

CGTTTTCTTGTCGCGTGTTTTAGTCGCATN

5680 5690 570

AAGTAGAATACTTGCGACTAGAACCGGAGA

G0260333-1.

seq(1>11649)

AAGTAGAATACTTGCGACTAGAACCGGAGN

5710 5720 573

CATTACGCCATGAACAAGAGCGCCGCCGCT

G0260333-1.

seq(1>11649)

CATTACGCCATGAACAAGAGCGCCGCCGCT]

5740 5750 576

GGCCTGCTGGGCTATGCCCGCGTCAGCACC

G0260333-1.

seq(1>11649)

GGCCTGCTGGGCTATGCCCGCGTCAGCACH

5770 5780 579

GACGACCAGGACTTGACCAACCAACGGGCC

G0260333-1.

seqg(1>11649)

GACGACCAGGACTTGACCAACCAACGGGC]

5800 5810 582

GAACTGCACGCGGCCGGCTGCACCAAGCTG

G0260333-1.

seq(1>11649)

GAACTGCACGCGGCCGGCTGCACCAAGCTQ

5830 5840 585

TTTTCCGAGAAGATCACCGGCACCAGGCGC

G0260333-1.

seqg(1>11649)

TTTTCCGAGAAGATCACCGGCACCAGGCG(

5860 5870 588

GACCGCCCGGAGCTGGCCAGGATGCTTGAC

G0260333-1.

seq(1>11649)

GACCGCCCGGAGCTGGCCAGGATGCTTGAJ

5890 5900 591

CACCTACGCCCTGGCGACGTTGTGACAGTG

G0260333-1.

seq(1>11649)

- |

CACCTACGCCCTGGCGACGTTGTGACAGTQ

5920 5930 594

ACCAGGCTAGACCGCCTGGCCCGCAGCACC

G0260333-1.

seq(1>11649)

ACCAGGCTAGACCGCCTGGCCCGCAGCAC(




20231 H15H 13:04
Project: Untitled.SQD Contig 1

Page 18

5950 5960 597

CGCGACCTACTGGACATTGCCGAGCGCATC

G0260333-1.

seq(1>11649)

CGCGACCTACTGGACATTGCCGAGCGCAT(

5980 5990 600

CAGGAGGCCGGCGCGGGCCTGCGTAGCCTG

G0260333-1.

seqg(1>11649)

CAGGAGGCCGGCGCGGGCCTGCGTAGCCT]

6010 6020 603

GCAGAGCCGTGGGCCGACACCACCACGCCG

G0260333-1.

seqg(1>11649)

GCAGAGCCGTGGGCCGACACCACCACGCCYH

6040 6050 606

GCCGGCCGCATGGTGTTGACCGTGTTCGCC

G0260333-1

.seq(1>11649)

GCCGGCCGCATGGTGTTGACCGTGTTCGCJ

6070 6080 609

GGCATTGCCGAGTTCGAGCGTTCCCTAATC

G0260333-1.

seq(1>11649)

GGCATTGCCGAGTTCGAGCGTTCCCTAAT(

6100 6110 612

ATCGACCGCACCCGGAGCGGGCGCGAGGCC

G0260333-1.

seq(1>11649)

ATCGACCGCACCCGGAGCGGGCGCGAGGC]

6130 6140 615

GCCAAGGCCCGAGGCGTGAAGTTTGGCCCC

G0260333-1.

seqg(1>11649)

GCCAAGGCCCGAGGCGTGAAGTTTGGCCC(

6160 6170 618

CGCCCTACCCTCACCCCGGCACAGATCGCG

G0260333-1.

seq(1>11649)

CGCCCTACCCTCACCCCGGCACAGATCGCYH

6190 6200 621

CACGCCCGCGAGCTGATCGACCAGGAAGGC

G0260333-1.

seqg(1>11649)

CACGCCCGCGAGCTGATCGACCAGGAAGG(

6220 6230 624

CGCACCGTGAAAGAGGCGGCTGCACTGCTT

G0260333-1.

seq(1>11649)

CGCACCGTGAAAGAGGCGGCTGCACTGCTT

6250 6260 627

GGCGTGCATCGCTCGACCCTGTACCGCGCA

G0260333-1

.seq(1>11649)

- |

GGCGTGCATCGCTCGACCCTGTACCGCGCH

6280 6290 630

CTTGAGCGCAGCGAGGAAGTGACGCCCACC

G0260333-1.

seq(1>11649)

CTTGAGCGCAGCGAGGAAGTGACGCCCAC(
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6310 6320 633

GAGGCCAGGCGGCGCGGTGCCTTCCGTGAG

G0260333-1.

seq(1>11649)

GAGGCCAGGCGGCGCGGTGCCTTCCGTGAQ

6340 6350 636

GACGCATTGACCGAGGCCGACGCCCTGGCG

G0260333-1.

seqg(1>11649)

GACGCATTGACCGAGGCCGACGCCCTGGCYH

6370 6380 639

GCCGCCGAGAATGAACGCCAAGAGGAACAA

G0260333-1.

seqg(1>11649)

GCCGCCGAGAATGAACGCCAAGAGGAACAN

6400 6410 642

GCATGAAACCGCACCAGGACGGCCAGGACG

G0260333-1

.seq(1>11649)

GCATGAAACCGCACCAGGACGGCCAGGACYH

6430 6440 645

AACCGTTTTTCATTACCGAAGAGATCGAGG

G0260333-1.

seq(1>11649)

AACCGTTTTTCATTACCGAAGAGATCGAGQ

6460 6470 648

CGGAGATGATCGCGGCCGGGTACGTGTTCG

G0260333-1.

seq(1>11649)

CGGAGATGATCGCGGCCGGGTACGTGTTCY

6490 6500 651

AGCCGCCCGCGCACGTCTCAACCGTGCGGC

G0260333-1.

seqg(1>11649)

AGCCGCCCGCGCACGTCTCAACCGTGCGG(

6520 6530 654

TGCATGAAATCCTGGCCGGTTTGTCTGATG

G0260333-1.

seq(1>11649)

TGCATGAAATCCTGGCCGGTTTGTCTGATQ

6550 6560 657

CCAAGCTGGCGGCCTGGCCGGCCAGCTTGG

G0260333-1.

seqg(1>11649)

CCAAGCTGGCGGCCTGGCCGGCCAGCTTGQH

6580 6590 660

CCGCTGAAGAAACCGAGCGCCGCCGTCTAA

G0260333-1.

seq(1>11649)

CCGCTGAAGAAACCGAGCGCCGCCGTCTAN

6610 6620 663

AAAGGTGATGTGTATTTGAGTAAAACAGCT

G0260333-1

.seq(1>11649)

- |

AAAGGTGATGTGTATTTGAGTAAAACAGCﬂ

6640 6650 666

TGCGTCATGCGGTCGCTGCGTATATGATGC

G0260333-1.

seq(1>11649)

TGCGTCATGCGGTCGCTGCGTATATGATG(
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6670 6680 669

GATGAGTAAATAAACAAATACGCAAGGGGA

G0260333-1.

seq(1>11649)

GATGAGTAAATAAACAAATACGCAAGGGGH

6700 6710 672

ACGCATGAAGGTTATCGCTGTACTTAACCA

G0260333-1.

seqg(1>11649)

ACGCATGAAGGTTATCGCTGTACTTAACCH

6730 6740 675

GAAAGGCGGGTCAGGCAAGACGACCATCGC

G0260333-1.

seqg(1>11649)

GAAAGGCGGGTCAGGCAAGACGACCATCG(

6760 6770 678

AACCCATCTAGCCCGCGCCCTGCAACTCGC

G0260333-1

.seq(1>11649)

AACCCATCTAGCCCGCGCCCTGCAACTCG(

6790 6800 681

CGGGGCCGATGTTCTGTTAGTCGATTCCGA

G0260333-1.

seq(1>11649)

CGGGGCCGATGTTCTGTTAGTCGATTCCGH

6820 6830 684

TCCCCAGGGCAGTGCCCGCGATTGGGCGGC

G0260333-1.

seq(1>11649)

TCCCCAGGGCAGTGCCCGCGATTGGGCGGJ

6850 6860 687

CGTGCGGGAAGATCAACCGCTAACCGTTGT

G0260333-1.

seqg(1>11649)

CGTGCGGGAAGATCAACCGCTAACCGTTGT

6880 6890 690

CGGCATCGACCGCCCGACGATTGACCGCGA

G0260333-1.

seq(1>11649)

CGGCATCGACCGCCCGACGATTGACCGCGH

6910 6920 693

CGTGAAGGCCATCGGCCGGCGCGACTTCGT

G0260333-1.

seqg(1>11649)

CGTGAAGGCCATCGGCCGGCGCGACTTCGT]

6940 6950 696

AGTGATCGACGGAGCGCCCCAGGCGGCGGA

G0260333-1.

seq(1>11649)

AGTGATCGACGGAGCGCCCCAGGCGGCGGH

6970 6980 699

CTTGGCTGTGTCCGCGATCAAGGCAGCCGA

G0260333-1

.seq(1>11649)

- |

CTTGGCTGTGTCCGCGATCAAGGCAGCCGH

7000 7010 702

CTTCGTGCTGATTCCGGTGCAGCCAAGCCC

G0260333-1.

seq(1>11649)

CTTCGTGCTGATTCCGGTGCAGCCAAGCC(
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7030 7040 705

TTACGACATATGGGCCACCGCCGACCTGGT

G0260333-1.

seq(1>11649)

TTACGACATATGGGCCACCGCCGACCTGGT]

7060 7070 708

GGAGCTGGTTAAGCAGCGCATTGAGGTCAC

G0260333-1.

seqg(1>11649)

GGAGCTGGTTAAGCAGCGCATTGAGGTCA(

7090 7100 711

GGATGGAAGGCTACAAGCGGCCTTTGTCGT

G0260333-1.

seqg(1>11649)

GGATGGAAGGCTACAAGCGGCCTTTGTCGT]

7120 7130 714

GTCGCGGGCGATCAAAGGCACGCGCATCGG

G0260333-1.

seq(1>11649)

GTCGCGGGCGATCAAAGGCACGCGCATCGY

7150 7160 717

CGGTGAGGTTGCCGAGGCGCTGGCCGGGTA

G0260333-1.

seq(1>11649)

CGGTGAGGTTGCCGAGGCGCTGGCCGGGTH

7180 7190 720

CGAGCTGCCCATTCTTGAGTCCCGTATCAC

G0260333-1.

seq(1>11649)

CGAGCTGCCCATTCTTGAGTCCCGTATCAJ

7210 7220 123

GCAGCGCGTGAGCTACCCAGGCACTGCCGC

G0260333-1.

seqg(1>11649)

GCAGCGCGTGAGCTACCCAGGCACTGCCG(

7240 7250 7126

CGCCGGCACAACCGTTCTTGAATCAGAACC

G0260333-1.

seq(1>11649)

CGCCGGCACAACCGTTCTTGAATCAGAAC

7270 7280 7129

CGAGGGCGACGCTGCCCGCGAGGTCCAGGC

G0260333-1.

seqg(1>11649)

CGAGGGCGACGCTGCCCGCGAGGTCCAGG(

7300 7310 7132

GCTGGCCGCTGAAATTAAATCAAAACTCAT

G0260333-1.

seq(1>11649)

GCTGGCCGCTGAAATTAAATCAAAACTCAﬂ

7330 7340 735

TTGAGTTAATGAGGTAAAGAGAAAATGAGC

G0260333-1.

seq(1>11649)

- |

TTGAGTTAATGAGGTAAAGAGAAAATGAGq

7360 7370 738

AAAAGCACAAACACGCTAAGTGCCGGCCGT

G0260333-1.

seq(1>11649)

AAAAGCACAAACACGCTAAGTGCCGGCCGT]
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7390 7400 741

CCGAGCGCACGCAGCAGCAAGGCTGCAACG

G0260333-1.

seq(1>11649)

CCGAGCGCACGCAGCAGCAAGGCTGCAACYH

7420 7430 744

TTGGCCAGCCTGGCAGACACGCCAGCCATG

G0260333-1.

seqg(1>11649)

TTGGCCAGCCTGGCAGACACGCCAGCCATY

7450 7460 747

AAGCGGGTCAACTTTCAGTTGCCGGCGGAG

G0260333-1.

seqg(1>11649)

AAGCGGGTCAACTTTCAGTTGCCGGCGGA(

7480 7490 750

GATCACACCAAGCTGAAGATGTACGCGGTA

G0260333-1

.seq(1>11649)

GATCACACCAAGCTGAAGATGTACGCGGTH

7510 7520 753

CGCCAAGGCAAGACCATTACCGAGCTGCTA

G0260333-1.

seq(1>11649)

CGCCAAGGCAAGACCATTACCGAGCTGCTH

7540 7550 756

TCTGAATACATCGCGCAGCTACCAGAGTAA

G0260333-1.

seq(1>11649)

TCTGAATACATCGCGCAGCTACCAGAGTAH

7570 7580 759

ATGAGCAAATGAATAAATGAGTAGATGAAT

G0260333-1.

seqg(1>11649)

ATGAGCAAATGAATAAATGAGTAGATGAAT]

7600 7610 762

TTTAGCGGCTAAAGGAGGCGGCATGGAAAA

G0260333-1.

seq(1>11649)

TTTAGCGGCTAAAGGAGGCGGCATGGAAAN

7630 7640 765

TCAAGAACAACCAGGCACCGACGCCGTGGA

G0260333-1.

seqg(1>11649)

TCAAGAACAACCAGGCACCGACGCCGTGGH

7660 7670 768

ATGCCCCATGTGTGGAGGAACGGGCGGTTG

G0260333-1.

seq(1>11649)

ATGCCCCATGTGTGGAGGAACGGGCGGTT(

7690 7700 771

GCCAGGCGTAAGCGGCTGGGTTGTCTGCCG

G0260333-1

.seq(1>11649)

- |

GCCAGGCGTAAGCGGCTGGGTTGTCTGCCY

7720 7730 774

GCCCTGCAATGGCACTGGAACCCCCAAGCC

G0260333-1.

seq(1>11649)

GCCCTGCAATGGCACTGGAACCCCCAAGC]
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7750 7760 777

CGAGGAATCGGCGTGAGCGGTCGCAAACCA

G0260333-1.

seq(1>11649)

CGAGGAATCGGCGTGAGCGGTCGCAAACCH

7780 7790 780

TCCGGCCCGGTACAAATCGGCGCGGCGCTG

G0260333-1.

seqg(1>11649)

TCCGGCCCGGTACAAATCGGCGCGGCGCT]

7810 7820 783

GGTGATGACCTGGTGGAGAAGTTGAAGGCC

G0260333-1.

seqg(1>11649)

GGTGATGACCTGGTGGAGAAGTTGAAGGC(

7840 7850 786

GCGCAGGCCGCCCAGCGGCAACGCATCGAG

G0260333-1

.seq(1>11649)

GCGCAGGCCGCCCAGCGGCAACGCATCGAQ

7870 7880 789

GCAGAAGCACGCCCCGGTGAATCGTGGCAA

G0260333-1.

seq(1>11649)

GCAGAAGCACGCCCCGGTGAATCGTGGCAN

7900 7910 792

GCGGCCGCTGATCGAATCCGCAAAGAATCC

G0260333-1.

seq(1>11649)

GCGGCCGCTGATCGAATCCGCAAAGAATC(

7930 7940 795

CGGCAACCGCCGGCAGCCGGTGCGCCGTCG

G0260333-1.

seqg(1>11649)

CGGCAACCGCCGGCAGCCGGTGCGCCGTCYH

7960 7970 798

ATTAGGAAGCCGCCCAAGGGCGACGAGCAA

G0260333-1.

seq(1>11649)

ATTAGGAAGCCGCCCAAGGGCGACGAGCAH

7990 8000 801

CCAGATTTTTTCGTTCCGATGCTCTATGAC

G0260333-1.

seqg(1>11649)

CCAGATTTTTTCGTTCCGATGCTCTATGAq

8020 8030 804

GTGGGCACCCGCGATAGTCGCAGCATCATG

G0260333-1.

seq(1>11649)

GTGGGCACCCGCGATAGTCGCAGCATCATQ

8050 8060 807

GACGTGGCCGTTTTCCGTCTGTCGAAGCGT

G0260333-1

.seq(1>11649)

- |

GACGTGGCCGTTTTCCGTCTGTCGAAGCGT]

8080 8090 810

GACCGACGAGCTGGCGAGGTGATCCGCTAC

G0260333-1.

seq(1>11649)

GACCGACGAGCTGGCGAGGTGATCCGCTA(
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8110 8120 813

GAGCTTCCAGACGGGCACGTAGAGGTTTCC

G0260333-1.

seq(1>11649)

GAGCTTCCAGACGGGCACGTAGAGGTTTC(

8140 8150 816

GCAGGGCCGGCCGGCATGGCCAGTGTGTGG

G0260333-1.

seqg(1>11649)

GCAGGGCCGGCCGGCATGGCCAGTGTGTG]

8170 8180 819

GATTACGACCTGGTACTGATGGCGGTTTCC

G0260333-1.

seqg(1>11649)

GATTACGACCTGGTACTGATGGCGGTTTC(

8200 8210 822

CATCTAACCGAATCCATGAACCGATACCGG

G0260333-1

.seq(1>11649)

CATCTAACCGAATCCATGAACCGATACCGQH

8230 8240 825

GAAGGGAAGGGAGACAAGCCCGGCCGCGTG

G0260333-1.

seq(1>11649)

GAAGGGAAGGGAGACAAGCCCGGCCGCGTY

8260 8270 828

TTCCGTCCACACGTTGCGGACGTACTCAAG

G0260333-1.

seq(1>11649)

TTCCGTCCACACGTTGCGGACGTACTCAAQ

8290 8300 831

TTCTGCCGGCGAGCCGATGGCGGAAAGCAG

G0260333-1.

seqg(1>11649)

TTCTGCCGGCGAGCCGATGGCGGAAAGCA]

8320 8330 834

AAAGACGACCTGGTAGAAACCTGCATTCGG

G0260333-1.

seq(1>11649)

AAAGACGACCTGGTAGAAACCTGCATTCGQ

8350 8360 837

TTAAACACCACGCACGTTGCCATGCAGCGT

G0260333-1.

seqg(1>11649)

TTAAACACCACGCACGTTGCCATGCAGCGT]

8380 8390 840

ACGAAGAAGGCCAAGAACGGCCGCCTGGTG

G0260333-1.

seq(1>11649)

ACGAAGAAGGCCAAGAACGGCCGCCTGGT(

8410 8420 843

ACGGTATCCGAGGGTGAAGCCTTGATTAGC

G0260333-1

.seq(1>11649)

- |

ACGGTATCCGAGGGTGAAGCCTTGATTAG(

8440 8450 846

CGCTACAAGATCGTAAAGAGCGAAACCGGG

G0260333-1.

seq(1>11649)

CGCTACAAGATCGTAAAGAGCGAAACCGGYH




20231 H15H 13:04
Project: Untitled.SQD Contig 1

Page 25

8470 8480 849

CGGCCGGAGTACATCGAGATCGAGCTAGCT

G0260333-1.

seq(1>11649)

CGGCCGGAGTACATCGAGATCGAGCTAGCT]

8500 8510 852

GATTGGATGTACCGCGAGATCACAGAAGGC

G0260333-1.

seqg(1>11649)

GATTGGATGTACCGCGAGATCACAGAAGG(

8530 8540 855

AAGAACCCGGACGTGCTGACGGTTCACCCC

G0260333-1.

seqg(1>11649)

AAGAACCCGGACGTGCTGACGGTTCACCC(

8560 8570 858

GATTACTTTTTGATCGATCCCGGCATCGGC

G0260333-1

.seq(1>11649)

GATTACTTTTTGATCGATCCCGGCATCGG(

8590 8600 861

CGTTTTCTCTACCGCCTGGCACGCCGCGCC

G0260333-1.

seq(1>11649)

CGTTTTCTCTACCGCCTGGCACGCCGCGCJ

8620 8630 864

GCAGGCAAGGCAGAAGCCAGATGGTTGTTC

G0260333-1.

seq(1>11649)

GCAGGCAAGGCAGAAGCCAGATGGTTGTT(

8650 8660 867

AAGACGATCTACGAACGCAGTGGCAGCGCC

G0260333-1.

seqg(1>11649)

AAGACGATCTACGAACGCAGTGGCAGCGC(

8680 8690 870

GGAGAGTTCAAGAAGTTCTGTTTCACCGTG

G0260333-1.

seq(1>11649)

GGAGAGTTCAAGAAGTTCTGTTTCACCGTQ

8710 8720 873

CGCAAGCTGATCGGGTCAAATGACCTGCCG

G0260333-1.

seqg(1>11649)

CGCAAGCTGATCGGGTCAAATGACCTGCCQH

8740 8750 876

GAGTACGATTTGAAGGAGGAGGCGGGGCAG

G0260333-1.

seq(1>11649)

GAGTACGATTTGAAGGAGGAGGCGGGGCAQF

8770 8780 879

GCTGGCCCGATCCTAGTCATGCGCTACCGC

G0260333-1

.seq(1>11649)

- |

GCTGGCCCGATCCTAGTCATGCGCTACCG(

8800 8810 882

AACCTGATCGAGGGCGAAGCATCCGCCGGT

G0260333-1.

seq(1>11649)

AACCTGATCGAGGGCGAAGCATCCGCCGGT]
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8830 8840 885

TCCTAATGTACGGAGCAGATGCTAGGGCAA

G0260333-1.

seq(1>11649)

TCCTAATGTACGGAGCAGATGCTAGGGCAN

8860 8870 888

ATTGCCCTAGCAGGGGAAAAAGGTCGAAAA

G0260333-1.

seqg(1>11649)

ATTGCCCTAGCAGGGGAAAAAGGTCGAAAN

8890 8900 891

GGTCTCTTTCCTGTGGATAGCACGTACATT

G0260333-1.

seqg(1>11649)

GGTCTCTTTCCTGTGGATAGCACGTACATT]

8920 8930 894

GGGAACCCAAAGCCGTACATTGGGAACCGG

G0260333-1

.seq(1>11649)

GGGAACCCAAAGCCGTACATTGGGAACCGQH

8950 8960 897

AACCCGTACATTGGGAACCCAAAGCCGTAC

G0260333-1.

seq(1>11649)

AACCCGTACATTGGGAACCCAAAGCCGTA(

8980 8990 900

ATTGGGAACCGGTCACACATGTAAGTGACT

G0260333-1.

seq(1>11649)

ATTGGGAACCGGTCACACATGTAAGTGACﬂ

9010 9020 903

GATATAAAAGAGAAAAAAGGCGATTTTTCC

G0260333-1.

seqg(1>11649)

GATATAAAAGAGAAAAAAGGCGATTTTTC(

9040 9050 906

GCCTAAAACTCTTTAAAACTTATTAAAACT

G0260333-1.

seq(1>11649)

GCCTAAAACTCTTTAAAACTTATTAAAACﬂ

9070 9080 909

CTTAAAACCCGCCTGGCCTGTGCATAACTG

G0260333-1.

seqg(1>11649)

CTTAAAACCCGCCTGGCCTGTGCATAACTQ

9100 9110 912

TCTGGCCAGCGCACAGCCGAAGAGCTGCAA

G0260333-1.

seq(1>11649)

TCTGGCCAGCGCACAGCCGAAGAGCTGCAN

9130 9140 915

AAAGCGCCTACCCTTCGGTCGCTGCGCTCC

G0260333-1.

seq(1>11649)

- |

AAAGCGCCTACCCTTCGGTCGCTGCGCTC(

9160 9170 918

CTACGCCCCGCCGCTTCGCGTCGGCCTATC

G0260333-1.

seq(1>11649)

CTACGCCCCGCCGCTTCGCGTCGGCCTAT(
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9190 9200 921

GCGGCCGCTGGCCGCTCAAAAATGGCTGGC

G0260333-1.

seq(1>11649)

GCGGCCGCTGGCCGCTCAAAAATGGCTGG]

9220 9230 924

CTACGGCCAGGCAATCTACCAGGGCGCGGA

G0260333-1.

seqg(1>11649)

CTACGGCCAGGCAATCTACCAGGGCGCGGH

9250 9260 927

CAAGCCGCGCCGTCGCCACTCGACCGCCGG

G0260333-1.

seqg(1>11649)

CAAGCCGCGCCGTCGCCACTCGACCGCCGQ

9280 9290 930

CGCCCACATCAAGGCACCCTGCCTCGCGCG

G0260333-1

.seq(1>11649)

CGCCCACATCAAGGCACCCTGCCTCGCGCYH

9310 9320 933

TTTCGGTGATGACGGTGAAAACCTCTGACA

G0260333-1.

seq(1>11649)

TTTCGGTGATGACGGTGAAAACCTCTGACH

9340 9350 936

CATGCAGCTCCCGGAGACGGTCACAGCTTG

G0260333-1.

seq(1>11649)

CATGCAGCTCCCGGAGACGGTCACAGCTTQ

9370 9380 939

TCTGTAAGCGGATGCCGGGAGCAGACAAGC

G0260333-1.

seqg(1>11649)

TCTGTAAGCGGATGCCGGGAGCAGACAAG]

9400 9410 942

CCGTCAGGGCGCGTCAGCGGGTGTTGGCGG

G0260333-1.

seq(1>11649)

CCGTCAGGGCGCGTCAGCGGGTGTTGGCGY

9430 9440 945

GTGTCGGGGCGCAGCCATGACCCAGTCACG

G0260333-1.

seqg(1>11649)

GTGTCGGGGCGCAGCCATGACCCAGTCACQH

9460 9470 948

TAGCGATAGCGGAGTGTATACTGGCTTAAC

G0260333-1.

seq(1>11649)

TAGCGATAGCGGAGTGTATACTGGCTTAAq

9490 9500 951

TATGCGGCATCAGAGCAGATTGTACTGAGA

G0260333-1

.seq(1>11649)

- |

TATGCGGCATCAGAGCAGATTGTACTGAGH

9520 9530 954

GTGCACCATATGCGGTGTGAAATACCGCAC

G0260333-1.

seq(1>11649)

GTGCACCATATGCGGTGTGAAATACCGCA(
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9550 9560 957

AGATGCGTAAGGAGAAAATACCGCATCAGG

G0260333-1.

seq(1>11649)

AGATGCGTAAGGAGAAAATACCGCATCAGQ

9580 9590 960

CGCTCTTCCGCTTCCTCGCTCACTGACTCG

G0260333-1.

seqg(1>11649)

CGCTCTTCCGCTTCCTCGCTCACTGACTCH

9610 9620 963

CTGCGCTCGGTCGTTCGGCTGCGGCGAGCG

G0260333-1.

seqg(1>11649)

CTGCGCTCGGTCGTTCGGCTGCGGCGAGCQH

9640 9650 966

GTATCAGCTCACTCAAAGGCGGTAATACGG

G0260333-1

.seq(1>11649)

GTATCAGCTCACTCAAAGGCGGTAATACGQH

9670 9680 969

TTATCCACAGAATCAGGGGATAACGCAGGA

G0260333-1.

seq(1>11649)

TTATCCACAGAATCAGGGGATAACGCAGGH

9700 9710 972

AAGAACATGTGAGCAAAAGGCCAGCAAAAG

G0260333-1.

seq(1>11649)

AAGAACATGTGAGCAAAAGGCCAGCAAAAQ

9730 9740 975

GCCAGGAACCGTAAAAAGGCCGCGTTGCTG

G0260333-1.

seqg(1>11649)

GCCAGGAACCGTAAAAAGGCCGCGTTGCT]

9760 9770 978

GCGTTTTTCCATAGGCTCCGCCCCCCTGAC

G0260333-1.

seq(1>11649)

GCGTTTTTCCATAGGCTCCGCCCCCCTGAJ

9790 9800 981

GAGCATCACAAAAATCGACGCTCAAGTCAG

G0260333-1.

seqg(1>11649)

GAGCATCACAAAAATCGACGCTCAAGTCAq

9820 9830 984

AGGTGGCGAAACCCGACAGGACTATAAAGA

G0260333-1.

seq(1>11649)

AGGTGGCGAAACCCGACAGGACTATAAAGH

9850 9860 987

TACCAGGCGTTTCCCCCTGGAAGCTCCCTC

G0260333-1

.seq(1>11649)

- |

TACCAGGCGTTTCCCCCTGGAAGCTCCCT(

9880 9890 990

GTGCGCTCTCCTGTTCCGACCCTGCCGCTT

G0260333-1.

seq(1>11649)

GTGCGCTCTCCTGTTCCGACCCTGCCGCTT
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9910 9920 993

ACCGGATACCTGTCCGCCTTTCTCCCTTCG

G0260333-1.

seq(1>11649)

ACCGGATACCTGTCCGCCTTTCTCCCTTCH

9940 9950 996

GGAAGCGTGGCGCTTTCTCATAGCTCACGC

G0260333-1.

seqg(1>11649)

GGAAGCGTGGCGCTTTCTCATAGCTCACG(

9970 9980 999

TGTAGGTATCTCAGTTCGGTGTAGGTCGTT

G0260333-1.

seqg(1>11649)

TGTAGGTATCTCAGTTCGGTGTAGGTCGTT]

10000 10010 1002

CGCTCCAAGCTGGGCTGTGTGCACGAACCC

G0260333-1

.seq(1>11649)

CGCTCCAAGCTGGGCTGTGTGCACGAACC

10030 10040 1005

CCCGTTCAGCCCGACCGCTGCGCCTTATCC

G0260333-1.

seq(1>11649)

CCCGTTCAGCCCGACCGCTGCGCCTTATC(

10060 10070 1008

GGTAACTATCGTCTTGAGTCCAACCCGGTA

G0260333-1.

seq(1>11649)

GGTAACTATCGTCTTGAGTCCAACCCGGTH

10090 10100 1011

AGACACGACTTATCGCCACTGGCAGCAGCC

G0260333-1.

seqg(1>11649)

AGACACGACTTATCGCCACTGGCAGCAGC(

10120 10130 1014

ACTGGTAACAGGATTAGCAGAGCGAGGTAT

G0260333-1.

seq(1>11649)

ACTGGTAACAGGATTAGCAGAGCGAGGTAﬂ

10150 10160 1017

GTAGGCGGTGCTACAGAGTTCTTGAAGTGG

G0260333-1.

seqg(1>11649)

GTAGGCGGTGCTACAGAGTTCTTGAAGTGQ

10180 10190 1020

TGGCCTAACTACGGCTACACTAGAAGGACA

G0260333-1.

seq(1>11649)

TGGCCTAACTACGGCTACACTAGAAGGACH

10210 10220 1023

GTATTTGGTATCTGCGCTCTGCTGAAGCCA

G0260333-1

.seq(1>11649)

- |

GTATTTGGTATCTGCGCTCTGCTGAAGCCH

10240 10250 102¢

GTTACCTTCGGAAAAAGAGTTGGTAGCTCT

G0260333-1.

seq(1>11649)

GTTACCTTCGGAAAAAGAGTTGGTAGCTCT
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10270 10280 1029

TGATCCGGCAAACAAACCACCGCTGGTAGC

G0260333-1.

seq(1>11649)

TGATCCGGCAAACAAACCACCGCTGGTAG(

10300 10310 1032

GGTGGTTTTTTTGTTTGCAAGCAGCAGATT

G0260333-1.

seqg(1>11649)

GGTGGTTTTTTTGTTTGCAAGCAGCAGATT

10330 10340 1035

ACGCGCAGAAAAAAAGGATCTCAAGAAGAT

G0260333-1.

seqg(1>11649)

ACGCGCAGAAAAAAAGGATCTCAAGAAGAﬂ

10360 10370 1038

CCTTTGATCTTTTCTACGGGGTCTGACGCT

G0260333-1

.seq(1>11649)

CCTTTGATCTTTTCTACGGGGTCTGACGCT]

10390 10400 1041

CAGTGGAACGAAAACTCACGTTAAGGGATT

G0260333-1.

seq(1>11649)

CAGTGGAACGAAAACTCACGTTAAGGGATﬂ

10420 10430 1044

TTGGTCATGCATTCTAGGTACTAAAACAAT

G0260333-1.

seq(1>11649)

TTGGTCATGCATTCTAGGTACTAAAACAAﬂ

10450 10460 1047

TCATCCAGTAAAATATAATATTTTATTTTC

G0260333-1.

seqg(1>11649)

TCATCCAGTAAAATATAATATTTTATTTT(

10480 10490 105C

TCCCAATCAGGCTTGATCCCCAGTAAGTCA

G0260333-1.

seq(1>11649)

TCCCAATCAGGCTTGATCCCCAGTAAGTCH

10510 10520 1053

AAAAATAGCTCGACATACTGTTCTTCCCCG

G0260333-1.

seqg(1>11649)

AAAAATAGCTCGACATACTGTTCTTCCCCQ

10540 10550 105¢

ATATCCTCCCTGATCGACCGGACGCAGAAG

G0260333-1.

seq(1>11649)

ATATCCTCCCTGATCGACCGGACGCAGAA(

10570 10580 1059

GCAATGTCATACCACTTGTCCGCCCTGCCG

G0260333-1

.seq(1>11649)

- |

GCAATGTCATACCACTTGTCCGCCCTGCCQ

10600 10610 1062

CTTCTCCCAAGATCAATAAAGCCACTTACT

G0260333-1.

seq(1>11649)

CTTCTCCCAAGATCAATAAAGCCACTTACT
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10630 10640 1065

TTGCCATCTTTCACAAAGATGTTGCTGTCT

G0260333-1.

seq(1>11649)

TTGCCATCTTTCACAAAGATGTTGCTGTCﬂ

10660 10670 1068

CCCAGGTCGCCGTGGGAAAAGACAAGTTCC

G0260333-1.

seqg(1>11649)

CCCAGGTCGCCGTGGGAAAAGACAAGTTC(

10690 10700 1071

TCTTCGGGCTTTTCCGTCTTTAAAAAATCA

G0260333-1.

seqg(1>11649)

TCTTCGGGCTTTTCCGTCTTTAAAAAATCN

10720 10730 1074

TACAGCTCGCGCGGATCTTTAAATGGAGTG

G0260333-1

.seq(1>11649)

TACAGCTCGCGCGGATCTTTAAATGGAGTQ

10750 10760 1077

TCTTCTTCCCAGTTTTCGCAATCCACATCG

G0260333-1.

seq(1>11649)

TCTTCTTCCCAGTTTTCGCAATCCACATCQ

10780 10790 108C

GCCAGATCGTTATTCAGTAAGTAATCCAAT

G0260333-1.

seq(1>11649)

GCCAGATCGTTATTCAGTAAGTAATCCAAﬂ

10810 10820 1083

TCGGCTAAGCGGCTGTCTAAGCTATTCGTA

G0260333-1.

seqg(1>11649)

TCGGCTAAGCGGCTGTCTAAGCTATTCGTA

10840 10850 108¢

TAGGGACAATCCGATATGTCGATGGAGTGA

G0260333-1.

seq(1>11649)

TAGGGACAATCCGATATGTCGATGGAGTGH

10870 10880 108¢

AAGAGCCTGATGCACTCCGCATACAGCTCG

G0260333-1.

seqg(1>11649)

AAGAGCCTGATGCACTCCGCATACAGCTCH

10900 10910 1092

ATAATCTTTTCAGGGCTTTGTTCATCTTCA

G0260333-1.

seq(1>11649)

ATAATCTTTTCAGGGCTTTGTTCATCTTCN

10930 10940 1095

TACTCTTCCGAGCAAAGGACGCCATCGGCC

G0260333-1

.seq(1>11649)

- |

TACTCTTCCGAGCAAAGGACGCCATCGGCJ

10960 10970 1098

TCACTCATGAGCAGATTGCTCCAGCCATCA

G0260333-1.

seq(1>11649)

TCACTCATGAGCAGATTGCTCCAGCCATCH
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10990 11000 1101

TGCCGTTCAAAGTGCAGGACCTTTGGAACA

G0260333-1.

seq(1>11649)

TGCCGTTCAAAGTGCAGGACCTTTGGAACH

11020 11030 1104

GGCAGCTTTCCTTCCAGCCATAGCATCATG

G0260333-1.

seqg(1>11649)

GGCAGCTTTCCTTCCAGCCATAGCATCATY

11050 11060 1107

TCCTTTTCCCGTTCCACATCATAGGTGGTC

G0260333-1.

seqg(1>11649)

TCCTTTTCCCGTTCCACATCATAGGTGGT(

11080 11090 1110

CCTTTATACCGGCTGTCCGTCATTTTTAAA

G0260333-1

.seq(1>11649)

CCTTTATACCGGCTGTCCGTCATTTTTAAN

11110 11120 1113

TATAGGTTTTCATTTTCTCCCACCAGCTTA

G0260333-1.

seq(1>11649)

TATAGGTTTTCATTTTCTCCCACCAGCTTN

11140 11150 111¢

TATACCTTAGCAGGAGACATTCCTTCCGTA

G0260333-1.

seq(1>11649)

TATACCTTAGCAGGAGACATTCCTTCCGTH

11170 11180 111°¢

TCTTTTACGCAGCGGTATTTTTCGATCAGT

G0260333-1.

seqg(1>11649)

TCTTTTACGCAGCGGTATTTTTCGATCAGT

11200 11210 11272

TTTTTCAATTCCGGTGATATTCTCATTTTA

G0260333-1.

seq(1>11649)

TTTTTCAATTCCGGTGATATTCTCATTTTN

11230 11240 112¢

GCCATTTATTATTTCCTTCCTCTTTTCTAC

G0260333-1.

seqg(1>11649)

GCCATTTATTATTTCCTTCCTCTTTTCTAq

11260 11270 1128

AGTATTTAAAGATACCCCAAGAAGCTAATT

G0260333-1.

seq(1>11649)

AGTATTTAAAGATACCCCAAGAAGCTAATﬂ

11290 11300 1131

ATAACAAGACGAACTCCAATTCACTGTTCC

G0260333-1

.seq(1>11649)

- |

ATAACAAGACGAACTCCAATTCACTGTch

11320 11330 1134

TTGCATTCTAAAACCTTAAATACCAGAAAA

G0260333-1.

seq(1>11649)

TTGCATTCTAAAACCTTAAATACCAGAAAN
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11350 11360 1137

CAGCTTTTTCAAAGTTGTTTTCAAAGTTGG

G0260333-1.

seq(1>11649)

CAGCTTTTTCAAAGTTGTTTTCAAAGTTGQ

11380 11390 114¢0

CGTATAACATAGTATCGACGGAGCCGATTT

G0260333-1.

seqg(1>11649)

CGTATAACATAGTATCGACGGAGCCGATTT

11410 11420 114z

TGAAACCGCGGTGATCACAGGCAGCAACGC

G0260333-1.

seqg(1>11649)

TGAAACCGCGGTGATCACAGGCAGCAACG(

11440 11450 114¢

TCTGTCATCGTTACAATCAACATGCTACCC

G0260333-1

.seq(1>11649)

TCTGTCATCGTTACAATCAACATGCTAccq

11470 11480 11469

TCCGCGAGATCATCCGTGTTTCAAACCCGG

G0260333-1.

seq(1>11649)

TCCGCGAGATCATCCGTGTTTCAAACCCGYH

11500 11510 1157

CAGCTTAGTTGCCGTTCTTCCGAATAGCAT

G0260333-1.

seq(1>11649)

CAGCTTAGTTGCCGTTCTTCCGAATAGCAﬂ

11530 11540 1155

CGGTAACATGAGCAAAGTCTGCCGCCTTAC

G0260333-1.

seqg(1>11649)

CGGTAACATGAGCAAAGTCTGCCGCCTTA(Q

11560 11570 1158

AACGGCTCTCCCGCTGACGCCGTCCCGGAC

G0260333-1.

seq(1>11649)

AACGGCTCTCCCGCTGACGCCGTCCCGGA(

11590 11600 116l

TGATGGGCTGCCTGTATCGAGTGGTGATTT

G0260333-1.

seqg(1>11649)

TGATGGGCTGCCTGTATCGAGTGGTGATTT]

11620 11630 1164

TGTGCCGAGCTGCCGGTCGGGGAGCTGTTG

G0260333-1.

seq(1>11649)

TGTGCCGAGCTGCCGGTCGGGGAGCTGTTQ

GCTGGCTGG

G0260333-1

.seq(1>11649)

- |

GCTGGCTG]




