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10 20 30 40 50 60

CTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCTAGCATGGATCTCGGGGA

G0227474-1.

seq(1>3756)

—> | CTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCTAGCATGGATCTCGGGGA

70 80 90 100 110 120

CGTCTAACTACTAAGCGAGAGTAGGGAACTGCCAGGCATCAAATAAAACGAAAGGCTCAGTCG

G0227474-1.

seq(1>3756)

—> [ CGTCTAACTACTAAGCGAGAGTAGGGAACTGCCAGGCATCAAATAAAACGAAAGGCTCAGTC(H

130 140 150 160 170 180

GAAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCCTGAGTAGGACAAAT

G0227474-1.

seq(1>3756)

—> [ GAAGACTGGGCCTTTCGTTTTATCTIGTTGITTGICGGTGAACGCTCTCCTGAGTAGGACAAAT]

190 200 210 220 230 240 250

CCGCCGGGAGCGGATTTGAACGTTGTGAAGCAACGGCCCGGAGGGTGGCGGGCAGGACGCCCG

G0227474-1

.seq(1>3756)

—> [ CCGCCGGGAGCGGATTTGAACGT TG TGAAGCAACGGCCCGGAGGGTGGCGGGCAGGACGCCCH

260 270 280 290 300 310

CCATAAACTGCCAGGCATCAAACTAAGCAGAAGGCCATCCTGACGGATGGCCTTTTTGCGTTT

G0227474-1.

seq(1>3756)

—> [ CCATAAACTGCCAGGCATCAAACTAAGCAGAAGGCCATCCTGACGGATGGCCTTTTTGCGTTT]

320 330 340 350 360 370

CTACAAACTCTTCCTGTTAGTTAGTTACTTAAGCTCGGGCCCCAAATAATGATTTTATTTTGA

G0227474-1.

seq(1>3756)

—> [ CTACAAACTCTTCCTGTTAGTTAGT TACTTAAGCTCGGGCCCCAAATAATGATTITATITIGA

380 390 400 410 420 430 440

CTGATAGTGACCTGTTCGTTGCAACAAATTGATAAGCAATGCTTTTTTATAATGCCAACTTTG

G0227474-1

.seq(1>3756)

—> [ CTGATAGTGACCTGTTCGTTGCAACAAATTGATAAGCAATGCTTTTTTATAATGCCAACTTT(Q

450 460 470 480 490 500

TACAAAAAAGCAGGCTTTAAAGGAACCAATTCAGTCGACTGGATCCGGTACCGAATTCGCGGC

G0227474-1.

seq(1>3756)

—> [ TACAAAAAAGCAGGCTTTAAAGGAACCAATTCAGTCGACTGGATCCGGTACCGAATTCGCGG(
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510 520 530 540 550 560

CGCATTAGGCACCCCAGGCTTTACACTTTATGCTTCCGGCTCGTATAATGTGTGGATTTTGAG

G0227474-1.

seq(1>3756)

—> [ CGCATTAGGCACCCCAGGCTTTACACTTTATGCTTCCGGCTCGTATAATGTGTGGATTTTGAG

570 580 590 600 610 620 630

TTAGGATCCGTCGAGATTTTCAGGAGCTAAGGAAGCTAAAATGGAGAAAAAAATCACTGGATA

G0227474-1.

seq(1>3756)

—> [ TTAGGATCCGTCGAGATT T TCAGGAGCTAAGGAAGCTAAAATGGAGAAAAAAATCACTGGATA

640 650 660 670 680 690

TACCACCGTTGATATATCCCAATGGCATCGTAAAGAACATTTTGAGGCATTTCAGTCAGTTGC

G0227474-1.

seq(1>3756)

—> [ TACCACCGTTGATATATCCCAATGGCATCGTAAAGAACATTTTGAGGCATTTCAGTCAGTTG(Q

700 710 720 730 740 750

TCAATGTACCTATAACCAGACCGTTCAGCTGGATATTACGGCCTTTTTAAAGACCGTAAAGAA

G0227474-1.

seq(1>3756)

—> [ TCAATGTACCTATAACCAGACCGTTCAGCTGGATATTACGGCCTTT T TAAAGACCGTAAAGAA

760 770 780 790 800 810

AAATAAGCACAAGTTTTATCCGGCCTTTATTCACATTCTTGCCCGCCTGATGAATGCTCATCC

G0227474-1.

seq(1>3756)

—> [ AAATAAGCACAAGTTTTATCCGGCCTTTATTCACATTCTTGCCCGCCTGATGAATGCTCATC(

820 830 840 850 860 870 880

GGAATTCCGTATGGCAATGAAAGACGGTGAGCTGGTGATATGGGATAGTGTTCACCCTTGTTA

G0227474-1.

seq(1>3756)

—> [ GGAATTCCGTATGGCAATGAAAGACGGTGAGCTGGTGATATGGGATAGTGTTCACCCTIGITA

890 900 910 920 930 940

CACCGTTTTCCATGAGCAAACTGAAACGTTTTCATCGCTCTGGAGTGAATACCACGACGATTT

G0227474-1

.seq(1>3756)

—> [ CACCGTTTTCCATGAGCAAACTGAAACGTTTTCATCGCTCTGGAGTGAATACCACGACGATTT]

950 960 970 980 990 1000

CCGGCAGTTTCTACACATATATTCGCAAGATGTGGCGTGTTACGGTGAAAACCTGGCCTATTT

G0227474-1.

seq(1>3756)

—> [ CCGGCAGTTTCTACACATATATTCGCAAGATGTGGCGTGT TACGGTGAAAACCTGGCCTATT]
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1010 1020 1030 1040 1050 1060 1070

CCCTAAAGGGTTTATTGAGAATATGTTTTTCGTCTCAGCCAATCCCTGGGTGAGTTTCACCAG

G0227474-1.

seq(1>3756)

—> [ CCCTAAAGGGTTTATTGAGAATATGTTTTTCGTCTCAGCCAATCCCTGGGTGAGTTTCACCAQ

1080 1090 1100 1110 1120 1130

TTTTGATTTAAACGTGGCCAATATGGACAACTTCTTCGCCCCCGTTTTCACCATGGGCAAATA

G0227474-1.

seq(1>3756)

—> [ TTTTGATTTAAACGTGGCCAATATGGACAACTTCTTCGCCCCCGTTTTCACCATGGGCAAATA

1140 1150 1160 1170 1180 1190

TTATACGCAAGGCGACAAGGTGCTGATGCCGCTGGCGATTCAGGTTCATCATGCCGTTTGTGA

G0227474-1.

seq(1>3756)

—> [ TTATACGCAAGGCGACAAGGTGCTGATGCCGCTGGCGATTCAGGTTCATCATGCCGTTTGIGA

1200 1210 1220 1230 1240 1250 126

TGGCTTCCATGTCGGCAGAATGCTTAATGAATTACAACAGTACTGCGATGAGTGGCAGGCGGG

G0227474-1.

seq(1>3756)

—> [ TGGCTTCCATGTCGGCAGAATGCTTAATGAATTACAACAGTACTGCGATGAGTGGCAGGCGG(H

1270 1280 1290 1300 1310 1320

GCGTAATCTAGAGGATCCGGCTTACTAAAAGCCAGATAACAGTATGCGTATTTGCGCGCTGAT

G0227474-1.

seq(1>3756)

—> [ GCGTAATCTAGAGGATCCGGCTTACTAAAAGCCAGATAACAGTATGCGTATTTGCGCGCTGAT]

1330 1340 1350 1360 1370 1380

TTTTGCGGTATAAGAATATATACTGATATGTATACCCGAAGTATGTCAAAAAGAGGTATGCTA

G0227474-1.

seq(1>3756)

—> [ TTTTGCGGTATAAGAATATATACTGATATGTATACCCGAAGTATGTCAAAAAGAGGTATGCTA

1390 1400 1410 1420 1430 1440

TGAAGCAGCGTATTACAGTGACAGTTGACAGCGACAGCTATCAGTTGCTCAAGGCATATATGA

G0227474-1

.seq(1>3756)

—> [ TGAAGCAGCGTATTACAGTGACAGT TGACAGCGACAGCTATCAGT TGCTCAAGGCATATATGA

1450 1460 1470 1480 1490 1500 1510

TGTCAATATCTCCGGTCTGGTAAGCACAACCATGCAGAATGAAGCCCGTCGTCTGCGTGCCGA

G0227474-1.

seq(1>3756)

—> [ TGTCAATATCTCCGGTCTGGTAAGCACAACCATGCAGAATGAAGCCCGTCGTCTGCGTGCCGA
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1520 1530 1540 1550 1560 1570

ACGCTGGAAAGCGGAAAATCAGGAAGGGATGGCTGAGGTCGCCCGGTTTATTGAAATGAACGG

G0227474-1.

seq(1>3756)

—> [ ACGCTGGAAAGCGGAAAATCAGGAAGGGATGGCTGAGGTCGCCCGGT TTATTGAAATGAACG(H

1580 1590 1600 1610 1620 1630

CTCTTTTGCTGACGAGAACAGGGGCTGGTGAAATGCAGTTTAAGGTTTACACCTATAAAAGAG

G0227474-1.

seq(1>3756)

—> [ CTCTTTTGCTGACGAGAACAGGGGCTGGTGAAATGCAGTTTAAGGTTTACACCTATAAAAGAQ

1640 1650 1660 1670 1680 1690 1700

AGAGCCGTTATCGTCTGTTTGTGGATGTACAGAGTGATATTATTGACACGCCCGGGCGACGGA

G0227474-1.

seq(1>3756)

—> | AGAGCCGTTATCGTCTGTTTGTGGATGTACAGAGTGATATTATTGACACGCCCGGGCGACGGA

1710 1720 1730 1740 1750 1760

TGGTGATCCCCCTGGCCAGTGCACGTCTGCTGTCAGATAAAGTCCCCCGTGAACTTTACCCGG

G0227474-1.

seq(1>3756)

—> [ TGGTGATCCCCCTGGCCAGTGCACGTCTGCTGTCAGATAAAGTCCCCCGTGAACTTTACCCG(H

1770 1780 1790 1800 1810 1820

TGGTGCATATCGGGGATGAAAGCTGGCGCATGATGACCACCGATATGGCCAGTGTGCCGGTCT

G0227474-1.

seq(1>3756)

—> | TGGTGCATATCGGGGATGAAAGCTGGCGCATGATGACCACCGATATGGCCAGTGTGCCGGTCT]

1830 1840 1850 1860 1870 1880 189

CCGTTATCGGGGAAGAAGTGGCTGATCTCAGCCACCGCGAAAATGACATCAAAAACGCCATTA

G0227474-1.

seq(1>3756)

—> [ CCGTTATCGGGGAAGAAGTGGCTGATCTCAGCCACCGCGAAAATGACATCAAAAACGCCATTA

1900 1910 1920 1930 1940 1950

ACCTGATGTTCTGGGGAATATAAATGTCAGGCTCCCTTATACACAGCCAGTCTGCAGGTCGAC

G0227474-1.

seq(1>3756)

—> [ ACCTGATGTTCTGGGGAATATAAATGTCAGGCTCCCTTATACACAGCCAGTCTGCAGGTCGA(Q

1960 1970 1980 1990 2000 2010

GAATTCGCGGCCGCACTCGAGATATCTAGACCCAGCTTTCTTGTACAAAGTTGGCATTATAAG

G0227474-1.

seq(1>3756)

—> [ GAATTCGCGGCCGCACTCGAGATATCTAGACCCAGCTTTCTTGTACAAAGT TGGCATTATAAG
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2020 2030 2040 2050 2060 2070

AAAGCATTGCTTATCAATTTGTTGCAACGAACAGGTCACTATCAGTCAAAATAAAATCATTAT

G0227474-1.

seq(1>3756)

—> [ AAAGCATTGCTTATCAATTTGTTGCAACGAACAGGTCACTATCAGTCAAAATAAAATCATTAT]

2080 2090 2100 2110 2120 2130 2140

TTGCCATCCAGCTGCAGCTCTGGCCCGTGTCTCAAAATCTCTGATGTTACATTGCACAAGATA

G0227474-1.

seq(1>3756)

—> [ TTGCCATCCAGCTGCAGCTCTGGCCCGTGTCTCAAAATCTCTGATGT TACATTGCACAAGATA

2150 2160 2170 2180 2190 2200

AAAATATATCATCATGAACAATAAAACTGTCTGCTTACATAAACAGTAATACAAGGGGTGTTA

G0227474-1.

seq(1>3756)

—> [ AAAATATATCATCATGAACAATAAAACTGTCTGCT TACATAAACAGTAATACAAGGGGTGTTA

2210 2220 2230 2240 2250 2260

TGAGCCATATTCAACGGGAAACGTCGAGGCCGCGATTAAATTCCAACATGGATGCTGATTTAT

G0227474-1

.seq(1>3756)

—> [ TGAGCCATATTCAACGGGAAACGTCGAGGCCGCGATTAAATTCCAACATGGATGCTGATT TAT]

2270 2280 2290 2300 2310 2320 2330

ATGGGTATAAATGGGCTCGCGATAATGTCGGGCAATCAGGTGCGACAATCTATCGCTTGTATG

G0227474-1.

seq(1>3756)

—> | ATGGGTATAAATGGGCTCGCGATAATGTCGGGCAATCAGGTGCGACAATCTATCGCTTGTATE

2340 2350 2360 2370 2380 2390

GGAAGCCCGATGCGCCAGAGTTGTTTCTGAAACATGGCAAAGGTAGCGTTGCCAATGATGTTA

G0227474-1.

seq(1>3756)

—> [ GGAAGCCCGATGCGCCAGAGTTGT T TCTGAAACATGGCAAAGGTAGCGT TGCCAATGATGT TA

2400 2410 2420 2430 2440 2450

CAGATGAGATGGTCAGACTAAACTGGCTGACGGAATTTATGCCTCTTCCGACCATCAAGCATT

G0227474-1

.seq(1>3756)

—> [ CAGATGAGATGGTCAGACTAAACTGGCTGACGGAATTTATGCCTCTTCCGACCATCAAGCATT]

2460 2470 2480 2490 2500 2510 252

TTATCCGTACTCCTGATGATGCATGGTTACTCACCACTGCGATCCCCGGAAAAACAGCATTCC

G0227474-1.

seq(1>3756)

—> [ TTATCCGTACTCCTGATGATGCATGGT TACTCACCACTGCGATCCCCGGAAAAACAGCATTC(
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2530 2540 2550 2560 2570 2580

AGGTATTAGAAGAATATCCTGATTCAGGTGAAAATATTGTTGATGCGCTGGCAGTGTCCCTGC

G0227474-1.

seq(1>3756)

—> [ AGGTATTAGAAGAATATCCTGATTCAGGTGAAAATATTGTTGATGCGCTGGCAGTGTCCCTG(

2590 2600 2610 2620 2630 2640

GCCGGTTGCATTCGATTCCTGTTTGTAATTGTCCTTTTAACAGCGATCGCGTATTTCGTCTCG

G0227474-1.

seq(1>3756)

—> [ GCCGGTTGCATTCGATTCCTGTTTGTAATTGTCCTTTTAACAGCGATCGCGTATTTCGTCTC(G

2650 2660 2670 2680 2690 2700

CTCAGGCGCAATCACGAATGAATAACGGTTTGGTTGATGCGAGTGATTTTGATGACGAGCGTA

G0227474-1.

seq(1>3756)

—> [ CTCAGGCGCAATCACGAATGAATAACGGT TTGGT TGATGCGAGTGATTT TGATGACGAGCGTA

2710 2720 2730 2740 2750 2760 2770

ATGGCTGGCCTGTTGAACAAGTCTGGAAAGAAATGCATAAACTTTTGCCATTCTCACCGGATT

G0227474-1

.seq(1>3756)

—> [ ATGGCTGGCCTGT TGAACAAGTCTGGAAAGAAATGCATAAACTTTTGCCATTCTCACCGGATT]

2780 2790 2800 2810 2820 2830

CAGTCGTCACTCATGGTGATTTCTCACTTGATAACCTTATTTTTGACGAGGGGAAATTAATAG

G0227474-1.

seq(1>3756)

—> [ CAGTCGTCACTCATGGTGATTTCTCACTTGATAACCTTATTTTTGACGAGGGGAAATTAATAQ

2840 2850 2860 2870 2880 2890

GTTGTATTGATGTTGGACGAGTCGGAATCGCAGACCGATACCAGGATCTTGCCATCCTATGGA

G0227474-1.

seq(1>3756)

—> | GTTGTATTGATGTTGGACGAGTCGGAATCGCAGACCGATACCAGGATCTTGCCATCCTATGGA

2900 2910 2920 2930 2940 2950 2960

ACTGCCTCGGTGAGTTTTCTCCTTCATTACAGAAACGGCTTTTTCAAAAATATGGTATTGATA

G0227474-1

.seq(1>3756)

—> [ ACTGCCTCGGTGAGTTTTCTCCTTCATTACAGAAACGGCTTTTTCAAAAATATGGTATTGATA

2970 2980 2990 3000 3010 3020

ATCCTGATATGAATAAATTGCAGTTTCATTTGATGCTCGATGAGTTTTTCTAATCAGAATTGG

G0227474-1.

seq(1>3756)

—> [ ATCCTGATATGAATAAATTGCAGTTTCATTTGATGCTCGATGAGT T TTTCTAATCAGAATTG(Q
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3030 3040 3050 3060 3070 3080

TTAATTGGTTGTAACATTATTCAGATTGGGCCCCGTTCCACTGAGCGTCAGACCCCGTAGAAA

G0227474-1.

seq(1>3756)

—> [ TTAATTGGTTGTAACATTATTCAGATTGGGCCCCGTTCCACTGAGCGTCAGACCCCGTAGAAA

3090 3100 3110 3120 3130 3140 315(

AGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAA

G0227474-1.

seq(1>3756)

—> | AGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAA

3160 3170 3180 3190 3200 3210

AACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGG

G0227474-1.

seq(1>3756)

—> [ AACCACCGCTACCAGCGGTGGTTTGT T TGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGH

3220 3230 3240 3250 3260 3270

TAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCC

G0227474-1

.seq(1>3756)

—> [ TAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGT TAGGC(

3280 3290 3300 3310 3320 3330

ACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGG

G0227474-1.

seq(1>3756)

—> [ ACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGE

3340 3350 3360 3370 3380 3390 3400

CTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATA

G0227474-1.

seq(1>3756)

—> [ CTGCTGCCAGTGGCGATAAGTCGTGICTTACCGGGT TGGACTCAAGACGATAGT TACCGGATA

3410 3420 3430 3440 3450 3460

AGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCT

G0227474-1

.seq(1>3756)

— [ AGGCGCAGCGGTCGGGCTGAACGGGGGGT TCGTGCACACAGCCCAGCTTGGAGCGAACGACCT]

3470 3480 3490 3500 3510 3520

ACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAA

G0227474-1.

seq(1>3756)

—> [ ACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCT TCCCGAAGGGAGAA
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3530 3540 3550 3560 3570 3580 3590

AGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAG

G0227474-1.seq(1>3756)

— [ AGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAQ

3600 3610 3620 3630 3640 3650

GGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGAT

G0227474-1.seq(1>3756)

—> [ GGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGAT]

3660 3670 3680 3690 3700 3710

TTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTAC

G0227474-1.seq(1>3756)

S TTTTGIGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTA
ab1(1>795)—> |

AO5- E29243-G0227474-1_PUC57-1.8K-SEQR.
37?0 | 37?0 | 37ﬁO | 37?0 | 37?0 | 3770 | 378l
GGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTG
G0227474-1.seq(1>3756) —> | GGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTT
AO5- E29243-G0227474-1_PUC57-1.8K-SEQR.ab1(1>795)— [ GGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTG
| 37?0 | 38P0 | 3%10 | 3%20 | 3%30 | SSﬁO
TGGATAACCGTATTACCGCTAGCATGGATCTCGGGGACGTCTAACTACTAAGCGAGAGTAGGG
AO5- E29243-G0227474-1_PUC57-1.8K-SEQR.ab1(1>795)—> [ TGGATAACCGTATTACCGCTAGCATGGATCTCGGGGACGTCTAACTACTAAGCGAGAGTAGGQ
| 3%50 | 38PO | 3870 | 38?0 | 38?0 | 3%00 |
AACTGCCAGGCATCAAATAAAACGAAAGGCTCAGTCGGAAGACTGGGCCTTTCGTTTTATCTG
AO5- E29243-G0227474-1_PUC57-1.8K-SEQR.ab1(1>795)—> [ AACTGCCAGGCATCAAATAAAACGAAAGGCTCAGTCGGAAGACTGGGCCTTTCGTTITATCTQ
39}0 | 39?0 | 39?0 | 39ﬁ0 | 39?0 | 39PO |
TTGTTTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGGGAGCGGATTTGAACGTTGT
AO5- E29243-G0227474-1_PUC57-1.8K-SEQR.ab1(1>795)—> [ TTGITIGICGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGGGAGCGGATTTGAACGTTGT|
3%70 | 39?0 | 39?0 | 4OPO | 4q10 | 40?0 | 40?0
GAAGCAACGGCCCGGAGGGTGGCGGGCAGGACGCCCGCCATAAACTGCCAGGCATCAAACTAA
AO5- E29243-G0227474-1_PUC57-1.8K-SEQR.ab1(1>795)—> [ GAAGCAACGGCCCGGAGGGTGGCGGGCAGGACGCCCGCCATAAACTGCCAGGCATCAAACTAA
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| 4050 | 40?0 | 4OPO | 4q70 | 40§O | 4q90 |
GCAGAAGGCCATCCTGACGGATGGCCTTTTTGCGTTTCTACAAACTCTTCCTGTTAGTTAGTT
AO5- E29243-G0227474-1_PUC57-1.8K-SEQR.ab1(1>795)— | GCAGAAGGCCATCCTGACGGATGGCCTTTTTGCGTTTCTACAAACTCTTCCTGTTAGTTAGT ]
4190 | 4%10 | 4130 | 41@0 | 41&0 | 4150 |
ACTTAAGCTCGGGCCCCAAATAATGATTTTATTTTGACTGATAGTGACCTGTTCGTTGCAACA
AO05- E29243-G0227474-1_PUC57-1.8K-SEQR.ab1(1>795)—> | ACTTAAGCTCGGGCCCCAAATAATGATTTTATTTTGACTGATAGTGACCTGTTCGTTGCAACA
41@0 | 4170 | 41§0 | 4%90 | 4ZPO | 4%10 | 4%20
AATTGATAAGCAATGCTTTTTTATAATGCCAACTTTGTACAAAAAAGCAGGCTTTAAAGGAAC
AO5- [E29243-G0227474-1_PUC57-1.8K-SEQR.ab1(1>795)— | AATTGATAAGCAATGCTTTTTTATAATGCCAACTTTGTACAAAAAAGCAGGCTTTAAAGGAAQ
| 42?0 | 42&0 | 42?0 | 42PO | 4270 | 42?0
CAATTCAGTCGACTGGATCCGGTACCGAATTCGCGGCCGCATTAGGCACCCCAGGCTTTACAC
AO5- [E29243-G0227474-1_PUC57-1.8K-SEQR.ab1(1>795)— | CAATTCAGTCGACTGGATCCGGTACCGAATTCGCGGCCGCATTAGGCACCCCAGGCTTTACA(Q
| 42?0 | 43PO | 4%10 | 4%20 | 43?0 | 4%40 |
TTTATGCTTCCGGCTCGTATAATGTGTGGATTTTGAGTTAGGATCCGTCGAGATTTTCAGGAG
AO5- E29243—60227474—1_PUC57—1.8K—SEQR.ab1(1>795)——>| TTTATGCTTCCGGCTCGTATAATGTGTGGATTTTGAGT TAGGATCCGTCGAGATT T TCAGGAQ
43?0 | 4%60 | 4370 | 43?0 | 43?0 | 44PO | 4ﬁ1(
CTAAGGAAGCTAAAATGGAGAAAAAAATCACTGGATATACCACCGTTGATATATCCCAATGGC
AO5- [E29243-G0227474-1_PUC57-1.8K-SEQR.ab1(1>795)— | CTAAGGAAGCTAAAATGGAGAAAAAAATCACTGGATATACCACCGTTGATATATCCCAATGGG
| 44?0 | 44?0 | 44ﬁ0 | 44?0 | 4ﬁ60 | 4470
ATCGTAAAGAACATTTTGAGGCATTTCAGTCAGTTGCTCAATGTACCTATAACCAGACCGTTC
AO5- E29243-G0227474-1_PUC57-1.8K-SEQR.ab1(1>795)— | ATCGTAAAGAACATTTTGAGGCATTTCAGTCAGTTGCTCAATGTACCTATAACCAGACCGTTQ
| 4ﬁ80 | 4490 | 4SPO | 4%10
AGCTGGATATTACGGCCTTTTTAAAGACCGTAAAGAAAA
AO5- E29243-G0227474-1_PUC57-1.8K-SEQR.ab1(1>795)— [ AGCTGGATATTACGGCCTTTTTAAAGACCGTAAAGAAAA




