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AACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTCAGA

ZA03-K11696-g0221659-1_H1.3F.ab1(1>792) —  AACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTCAGA
90 100 110 120 130 140 150 160 170
MR N EEE EE AN SRR AR AR NN SRR AR EE RN NN RN SN EEE RE AN SRR F RN NS AR NS RN N N
TCCGCTAGCGCTACCGGTCGCCACCATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGC
ZA03-K11696-9g0221659-1_H1.3F.abl1(1>792) —  TCCGCTAGCGCTACCGGTCGCCACCATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGC
G0221659-1.seq(1>764) — ACCGGTCGCCACCATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGC
ZA04-K11696-g0221659-1_PFastBacl-R.abl1(1>792) «— GTGGTGCCCATCCTGGTCGAGCTGGACGGC
180 190 200 210 220 230 240 250 260
ARl EEERE AEERE EEE NI AN NN NN AN RN RN RN AN CE AN SN AR AN EEE A SN AR N R AN
GACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCA
ZA03-K11696-90221659-1_H1.3F.ab1(1>792) —  GACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCA
G0221659-1.seq(1>764) —  GACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCA
ZA04-K11696-9g0221659-1_PFastBacl-R.ab1(1>792)  ¢—  GACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCA
270 280 290 300 310 320 330 340 350
Loaaa baaaa laa s by b boa sl e e sl byl aaaly eyl lyaaalyaaaloaaalasaalay
CCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCCTGACCTACGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATGAA
ZA03-K11696-g0221659-1_H1.3F.abl(1>792) —  CCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCCTGACCTACGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATGAA
G0221659-1.seq(1>764) —  CCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCCTGACCTACGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATGAA
ZA04-K11696-g0221659-1_PFastBacl-R.abl1(1>792)  ¢—  CCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCCTGACCTACGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATGAA
360 370 380 390 400 410 420 430 440
A EEERENEE NN RN RSN RN AR EE RN SRR AR AR CE NN SN AN EEE N RN RN ENEEE RN NN |
GCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACC
ZA03-K11696-90221659-1_H1.3F.ab1(1>792) —  GCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACC
G0221659-1.seq(1>764) —  GCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACC
ZA04-K11696-9g0221659-1_PFastBacl-R.ab1(1>792)  ¢—  GCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACC
450 460 470 480 490 500 510 520
EEEE NI RN CE SRR SN AR EE AN R AN AR RN E N AN AR RSN EEERE RN ER RN RN}
CGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGG
ZA03-K11696-g0221659-1_H1.3F.ab1(1>792) —  CGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGG
G0221659-1.seq(1>764) =  CGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGG
ZA04-K11696-g0221659-1_PFastBacl-R.abl1(1>792)  ¢—  CGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGG
530 540 550 560 570 580 590 600 610
MR EE AN EE AN SN AR AN AN NN NN EE R NN AN SN RE AN SRR CEE NS AR NS RN N N
GGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGAT
ZA03-K11696-g0221659-1_H1.3F.ab1(1>792) —  GGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGAT
G0221659-1.seq(1>764) —  GGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGAT
ZA04-K11696-g0221659-1_PFastBacl-R.ab1(1>792) ¢—  GGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGAT
620 630 640 650 660 670 680 690 700
R FE AN T NN FE AN NN AT FE RN SR AN FE A SN R NN FE NI AN AN FE SN AN AN NN AN N
CCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCC
ZA03-K11696-g0221659-1_H1.3F.ab1(1>792) —  CCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCC
G0221659-1.seq(1>764) —  CCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCC
ZA04-K11696-9g0221659-1_PFastBacl-R.ab1(1>792)  ¢—  CCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCC
710 720 730 740 750 760 770 780 790
[T T NI TR AN N RN SRR A AN NSRRI NN FEENI AR RN SN AN FE TS SN AN PN NS FRENE AT
GACAACCACTACCTGAGCACCCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCG
ZA03-K11696-g0221659-1_H1.3F.ab1(1>792) —  GACAACCACTACCTGAGCACCCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCG
G0221659-1.seq(1>764) —  GACAACCACTACCTGAGCACCCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCG
ZA04-K11696-9g0221659-1_PFastBacl-R.ab1(1>792)  «—  GACAACCACTACCTGAGCACCCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCG
800 810 820 830 840 850 860 870 880
I FEETI AN EE AN N A SN AN FE N RN RN NI SR AN CE A NN NI ER N NI RN PR NI FEERE AN NN |
CCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGTCCGGCCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCTGCAGTCGACG
G0221659-1.seq(1>764) —  CCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGTCCGGCCGGACTCAGATCTCGAGCTCAAGCTT
ZA04-K11696-9g0221659-1 PFastBacl-R.abl1(1>792) ¢—  CCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGTCCGGCCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCTGCAGTCGACG
890 900 910 920 930
[EENISEENI RN ENEENE RN REENE NN EEENE NN EEE AN NN REENE NNE]
GTACCGCGGGCCCGGGATCCACCGGATCTAGATAACTGATCATAATCAGCCATACCAC
ZA04-K11696-g0221659-1_PFastBacl-R.ab1(1>792) «—

GTACCGCGGGCCCGGGATCCACCGGATCTAGATAACTGATCATAATCAGCCATACCAC



