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TTCCCCTCTAGAAATAATTTTGTTTAACTTTAAGAAGGAGATATACCATGGGCAGCAGCCATCATCATCAT

BO3-TF75021-G0258958-1 PET-SEQR.ab1(1>792)—> | TTCCCCTCTAGAAATAATTTIGTTTAACTTTAAGAAGGAGATATACCATGGGCAGCAGCCATCATCATCA
60258958-1.seq(1>1229) — CCATGGGCAGCAGCCATCATCATCA
80 9 100 110 120 130 = 140
CATCACGGTACCAAAACTGAAGAAGGTAAACTGGTAATCTGGATTAACGGCGATAAAGGCTATAACGGTCT
BO3-TF75021-G0258958-1 PET-SEQR.ab1(1>792)—

CATCACGGTACCAAAACTGAAGAAGGTAAACTGGTAATCTGGATTAACGGCGATAAAGGCTATAACGGTC
CATCACGGTACCAAAACTGAAGAAGGTAAACTGGTAATCTGGATTAACGGCGATAAAGGCTATAACGGTC

60258958-1.seq(1>1229) —>
10 160 170 180 190 200 = 210
CGCTGAAGTCGGTAAGAAAT TCGAGAAAGATACCGGAATTAAAGTCACCGTTGAGCATCCGGATAAACTGG
BO3-TF75021-G0258958-1 PET-SEQR.abl(1>792)—> | CGCTGAAGTCGGTAAGAAAT TCGAGAAAGATACCGGAAT TAAAGTCACCG T TGAGCATCCGGATAAACTG
60258958-1.seq(1>1229) —> | CGCTGAAGTCGGTAAGAAATTCGAGAAAGATACCGGAATTAAAGTCACCGTTGAGCATCCGGATAAACTG
220 230 240 280 260 270 280
AAGAGAAATTCCCACAGGTTGCGGCAACTGGCGATGGCCCTGACATTATCTTCTGGGCACACGACCGCTTT
BO3-TF75021-G0258958-1 PET-SEQR.abl(1>792)—> | AAGAGAAATTCCCACAGGTTGCGGCAAC TGGCGATGGCCCTGACAT TATCTTCTGGGCACACGACCGCTTY
60258958-1.seq(1>1229) —> | AAGAGAAATTCCCACAGGTTGCGGCAACTGGCGATGGCCCTGACATTATCTTCTGGGCACACGACCGCTTT
] 29IO ] 3cl)0 ] 3:]I-O | 32IO ] 33:0 ] 34I-O | 35I0 ]
GGTGGCTACGCTCAATCTGGCCTGTTGGCTGAAATCACCCCGGACAAAGCGTTCCAGGACAAGCTGTATCC
BO3-TF75021-G0258958-1 PET-SEQR.ab1(1>792)—> | GGTGGCTACGCTCAATCTGGCCTGTTGGCTGAAATCACCCCGGACAAAGCGT TCCAGGACAAGCTGTATC
60258958-1.seq(1>1229) —> | GGTGGCTACGCTCAATCTGGCCTGTTGGCTGAAATCACCCCGGACAAAGCGTTCCAGGACAAGCTGTATC
30 370 380 390 400 410 = 420
GTTTACCTGGGATGCCGTACGTTACAACGGCAAGCTGATTGCTTACCCGATCGCTGTTGAAGCGTTATCGC
BO3-TF75021-G0258958-1_PET-SEQR.ab1(1>792)—> | GITTACCTGGGATGCCGTACG T TACAACGGCAAGCTGATTGCTTACCCGATCGCTGT TGAAGCGT TATCG
60258958-1.seq(1>1229) —> | GTTTACCTGGGATGCCGTACGTTACAACGGCAAGCTGATTGCTTACCCGATCGCTGTTGAAGCGTTATCG
o M %, e 40 880 A0
TGATTTATAACAAAGATCTGCTGCCGAACCCGCCAAAAACCTGGGAAGAGATCCCGGCGCTGGATAAAGAA
BO3-TF75021-G0258958-1_PET-SEQR.ab1(1>792)—> | TGATTTATAACAAAGATCIGC TGCCGAACCCGCCAAAAACC TGGGAAGAGATCCCGGLGE TGGATAAAGAA
60258958-1.seq(1>1229) —5 | TGATTTATAACAAAGATCTGCTGCCGAACCCGCCAAAAACCTGGGAAGAGATCCCGGCGCTGGATAAAGAA
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CTGAAAGCGAAAGGTAAGAGCGCGCTGATGTTCAACCTGCAAGAACCGTACTTCACCTGGCCGCTGATTGC

BO3-TF75021-G0258958-1_ PET-SEQR.ab1(1>792)—>
60258958-1.seq(1>1229) —>
BO2-TF75021-G0258958-1_T7TER.abl(1>794) ¢—

CTGAAAGCGAAAGGTAAGAGCGCGCTGATGTTCAACCTGCAAGAACCGTACTTCACCTGGCCGCTGATTG

CTGAAAGCGAAAGGTAAGAGCGCGCTGATGTTCAACCTGCAAGAACCGTACTTCACCTGGCCGCTGATTG
CGCTGATTG

570 580 590 600 610 620 630

TGCTGACGGGGGTTATGCGTTCAAGTATGAAAACGGCAAGTACGCACATTAAAGACGTGGGCGTGGATAACG

BO3-TF75021-G0258958-1_PET-SEQR.abl1(1>792)—>
60258958-1.seq(1>1229) —>
BO2-TF75021-G0258958-1_T7TER.abl(1>794)  ¢—

TGCTGACGGGGGTTATGCGTTCAAGTATGAAAACGGCAAGTACGACATTAAAGACGTGGGCGTGGATAACG
TGCTGACGGGGGTTATGCGTTCAAGTATGAAAACGGCAAGTACGACATTAAAGACGTGGGCGTGGATAACG
TGCTGACGGGGGTTATGCGTTCAAGTATGAAAACGGCAAGTACGACATTAAAGACGTGGGCGTGGATAACG

640 650 660 670 680 690 700 710

CTGGCGCGAAAGCGGGTCTGACCTTCCTGGTTGACCTGATTAAAAACAAACACATGAATGCAGACACCGAT

BO3-TF75021-G0258958-1_ PET-SEQR.ab1(1>792)—>
G0258958-1.seq(1>1229) —>
BO2-TF75021-G0258958-1_ T7TER.ab1(1>794) ¢—

CTGGCGCGAAAGCGGGTCTGACCTTCCTGGTTGACCTGATTAaAAACAAACACATGAATGCAGACACCGAT
CTGGCGCGAAAGCGGGTCTGACCTTCCTGGTTGACCTGATTAAAAACAAACACATGAATGCAGACACCGAT
CTGGCGCGAAAGCGGGTCTGACCTTCCTGGTTGACCTGATTAAAAACAAACACATGAATGCAGACACCGAT

720 730 740 750 760 770 780

TACTCCATCGCAGAAGCTGCCTTTAATAAAGGCGAAACAGCGATGACCATCAACGGCCCGTGGGCATGGTC

BO3-TF75021-G0258958-1 PET-SEQR.ab1(1>792)—>
G0258958-1.seq(1>1229) —
B02-TF75021-G0258958-1_T7TER.abl(1>794) ¢—

TACTCCATCGCAGAAGCTGCCTTTAATAAAGGCGAAACAGCGATGACCATCAACGGCCCGTGGGCATGGT!
TACTCCATCGCAGAAGCTGCCTTTAATAAAGGCGAAACAGCGATGACCATCAACGGCCCGTGGGCATGGT
TACTCCATCGCAGAAGCTGCCTTTAATAAAGGCGAAACAGCGATGACCATCAACGGCCCGTGGGCATGGT

790 80 810 820 830 840 850
CAACATCGACACCAGCAAAGTGAATTATGGTGTAACGGTACTGCCGACCTTCAAGGGTCAACCATCCAAAC
BO3-TF75021-G0258958-1_PET-SEQR.ab1(1>792)—> [ CAACATCGACA

G0258958-1.seq(1>1229) —
B02-TF75021-G0258958-1_T7TER.abl(1>794) ¢—

CAACATCGACACCAGCAAAGTGAATTATGGTGTAACGGTACTGCCGACCTTCAAGGGTCAACCATCCAAAC
CAACATCGACACCAGCAAAGTGAATTATGGTGTAACGGTACTGCCGACCTTCAAGGGTCAACCATCCAAAC

860 870 880 890 900 910 920

CGTTCGTTGGCGTGCTGAGCGCAGGTATTAACGCCGCCAGTCCGAACAAAGAGCTGGCGAAAGAGTTCCTC

G0258958-1.seq(1>1229) =
BO2-TF75021-G0258958-1_T7TER.abl(1>794) ¢—

CGTTCGTTGGCGTGCTGAGCGCAGGTATTAACGCCGCCAGTCCGAACAAAGAGCTGGCGAAAGAGTTCCT
CGTTCGTTGGCGTGCTGAGCGCAGGTATTAACGCCGCCAGTCCGAACAAAGAGCTGGCGAAaGAGTTCCT




20224212 H27H 15:47
Project: Untitled.SQD Contig 1

Page 3

930 940 950 960 970 980 990

GAAAACTATCTGCTGACTGATGAAGGTCTGGAAGCGGTTAATAAAGACAAACCGCTGGGTGCCGTAGCGCT

G0258958-1.seq(1>1229) —> [ GAAAACTATCTGCTGACTGATGAAGGTCTGGAAGCGGT TAATAAAGACAAACCGCTGGG TGCCGTAGCGE
BO2-TF75021-G0258958-1 T7TER.ab1(1>794) ¢— | GAAAACTATCTGCTGACTGATGAAGGTCTGGAAGCGGTTAATAAAGACAAACCGCTGGGTGCCGTAGCGC
1000 1010 1020 1030 1040 1050 1060
GAAGTCTTACGAGGAAGAGTTGGCGAAAGATCCACGTATTGCCGCCACCATGGAAAACGCCCAGAAAGGTG
G0258958-1.seq(1>1229) —> [ GAAGTCTTACGAGGAAGAGT TGGCGAAAGATCCACGTAT TGCCGCCACCATGGAAAACGCCCAGAAAGGT
BO2-TF75021-G0258958-1 T7TER.ab1(1>794) ¢— | GAAGTCTTACGAGGAAGAGTTGGCGAAAGATCCACGTATTGCCGCCACCATGGAAAACGCCCAGAAAGGT
1070 1080 1090 1100 1110 1120 = 1130
AAATCATGCCGAACATCCCGCAGATGTCCGCTTTCTGGTATGCCGTGCGTACTGCGGTGATCAACGCCGCC
G0258958-1.seq(1>1229) —> [ AAATCATGCCGAACATCCCGCAGATGTCCGCTTTCTGGTATGCCGTGCGTACTGCGGTGATCAACGCCGE
BO2-TF75021-G0258958-1 T7TER.ab1(1>794) ¢— | AAATCATGCCGAACATCCCGCAGATGTCCGCTTTCTGGTATGCCGTGCGTACTGCGGTGATCAACGCCGE
1140 1150 1160 1170 1180 1190 1200
AGCGGTCGTCAGACTGTCGATGAAGCCCTGAAAGACGCGCAGACTGGTACCGATTACGATATCCCAACGAC
60258958-1.seq(1>1229) —> [ AGCGGTCGTCAGACTGTCGATGAAGCCCTGAAAGACGCGCAGACTGGTACCGATTACGATATCCCAACGA
BO2-TF75021-G0258958-1 T7TER.ab1(1>794) ¢— | AGCGGTCGTCAGACTGTCGATGAAGCCCTGAAAGACGCGCAGACTGGTACCGATTACGATATCCCAACGA
1210 1220 1230 1240 1250 1260 1270
CGAAAACCTTTACTTCCAGGGCCATATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGCGGATCCGAAT
60258958-1.seq(1>1229) —> [ CGAAAACCTTTACTTCCAGGGCCATATGGC TAGCATGACTGGTGGACAGCAAATGGGTCGCGGATCC
BO2-TF75021-G0258958-1 T7TER.ab1(1>794) ¢— | CGAAAACCTTTACTTCCAGGGCCATATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGCGGATCCGAAT
1280 1290 1300 1310 1320 1330 1340
TCGAGCTCCGTCGACAAGCTTGCGGCCGCACTCGAGCACCACCACCACCACCACTGAGATCCGGCTGCTAA
BO2-TF75021-G0258958-1_T7TER.abl1(1>794) ¢— | TCGAGCICCGTCGACAAGCT TGCGYCCGCACT CGAGCACCACCACCACCACCAC TGAGATCCGGCTGCTAA
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