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10 20 30 40 50 60

TCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTC

G0173294-2.

seq(1>3909)

—> [ TCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGT(

70 80 90 100 110 120 130

TGTAAGCGGATGCCGGGAGCAGACAAGCCCGTCAGGGCGCGTCAGCGGGTGTTGGCCGGTGTCGGGGCT

G0173294-2.

seq(1>3909)

—> [ TGTAAGCGGATGCCGGGAGCAGACAAGCCCGTCAGGGCGCGTCAGCGGGTGT TGGCGGGTGTCGGGGCT]

140 150 160 170 180 190 200

GGCTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAGTGCACCATATGCGGTGTGAAATACCGCACA

G0173294-2.

seq(1>3909)

—> | GGCTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAGTGCACCATATGCGGTGTGAAATACCGCACA

210 220 230 240 250 260 270

GATGCGTAAGGAGAAAATACCGCATCAGGCGCCATTCGCCATTCAGGCTGCGCAACTGTTGGGAAGGGC

G0173294-2

.seq(1>3909)

—> [ GATGCGTAAGGAGAAAATACCGCATCAGGCGCCATTCGCCATTCAGGCTGCGCAACTGTTGGGAAGGG(

280 290 300 310 320 330 340

GATCGGTGCGGGCCTCTTCGCTATTACGCCAGCTGGCGAAAGGGGGATGTGCTGCAAGGCGATTAAGTT

G0173294-2.

seq(1>3909)

—> | GATCGGTGCGGGCCTCTTCGCTATTACGCCAGCTGGCGAAAGGGGGATGTGCTGCAAGGCGATTAAGTT|

350 360 370 380 390 400 410

GGGTAACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGACGGCCAGTGCCAAGCTTGCATGCCTGC

G0173294-2.

seq(1>3909)

—> [ GGGTAACGCCAGGGT T TTCCCAGTCACGACGTTGTAAAACGACGGCCAGTGCCAAGCT TGCATGCCTG(

420 430 440 450 460 470 480

AGGTCGACTCTAGAGGATCCGGTGCGTGGTGGTTTCATGCTTCTGGGAACGGCAAATGGGTTTAGGATT

G0173294-2

.seq(1>3909)

—> [ AGGTCGACTCTAGAGGATCCGGTGCGTGGTGGTTTCATGCTTCTGGGAACGGCAAATGGGT T TAGGATT]

490 500 510 520 530 540 550

GGGAACCCCTCATCATCTGTTGGAATATACTATTCAACCTACAAAAATAACGTTAAACAACACTACTTT

G0173294-2.

seq(1>3909)

—> [ GGGAACCCCTCATCATCTGT TGGAATATACTATTCAACCTACAAAAATAACGTTAAACAACACTACTT|




202049 28H A H]— 16:13
Project: Untitled.SQD Contig 1

Page 2

560 570 580 590 600 610 620

ATATTTGATATGAATGGCCACACCTTTTATGCCATAAAACATATTGTAAGAGAATACCACTCTTTTTAT

G0173294-2.

seq(1>3909)

- |

ATATTTGATATGAATGGCCACACCTTTTATGCCATAAAACATATTGTAAGAGAATACCACTCTTTTTA

630 640 650 660 670 680 690

TCCTTCTTTCCTTCTTGTACGTTTTTTGCTGTGAGTAGGTCGTGGTGCTGGTGTTGCAGTTGAAATAAC

G0173294-2.

seq(1>3909)

—> [ TCCTTCTTTCCTTCTTGTACGTTTTTTGCTGTGAGTAGGTCGTGGTGCTGGTGT TGCAGT TGAAATAA(Q

700 710 720 730 740 750

TTAAAATATAAATCATAAAACTCAAACATAAACTTGACTATTTATTTATTTATTAAGAAAGGAAATATA

G0173294-2.

seq(1>3909)

—> [ TTAAAATATAAATCATAAAACTCAAACATAAACTTGACTATTTATTTATTTATTAAGAAAGGAAATATA

760 770 780 790 800 810 820

AATTATAAATTACAACAGGTTCCCTTTATGCGAAGGGATGGCCAAGCCTTTGTCTCAAGAAGAATCCAC

G0173294-2.

seq(1>3909)

- |

AATTATAAATTACAACAGGTTCCCTTTATGCGAAGGGATGGCCAAGCCTTTGTCTCAAGAAGAATCCAQ

830 840 850 860 870 880 890

CCTCATTGAAAGAGCAACGGCTACAATCAACAGCATCCCCATCTCTGAAGACTACAGCGTCGCCAGCGC

G0173294-2.

seq(1>3909)

CCTCATTGAAAGAGCAACGGCTACAATCAACAGCATCCCCATCTCTGAAGACTACAGCGTCGCCAGCG(

900 910 920 930 940 950 960

AGCTCTCTCTAGCGACGGCCGCATCTTCACTGGTGTCAATGTATATCATTTTACTGGGGGACCTTGCGC

G0173294-2.

seq(1>3909)

AGCTCTCTCTAGCGACGGCCGCATCTTCACTGGTGTCAATGTATATCATTTTACTGGGGGACCTTGCG(

970 980 990 1000 1010 1020 1030

AGAACTCGTGGTGCTGGGCACTGCTGCTGCTGCGGCAGCTGGCAACCTGACTTGTATCGTCGCGATCGG

G0173294-2

.seq(1>3909)

AGAACTCGTGGTGCTGGGCACTGCTGCTGCTGCGGCAGCTGGCAACCTGACTTGTATCGTCGCGATCGH

1040 1050 1060 1070 1080 1090 1100

AAATGAGAACAGGGGCATCTTGAGCCCCTGCGGACGGTGCCGACAGGTTCTTCTCGATCTGCATCCTGG

G0173294-2.

seq(1>3909)

- |

AAATGAGAACAGGGGCATCTTGAGCCCCTGCGGACGGTGCCGACAGGTTCTTCTCGATCTGCATCCTGQ
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1110 1120 1130 1140 1150 1160 1170

GATCAAAGCCATAGTGAAGGACAGTGATGGACAGCCGACGGCAGTTGGGATTCGTGAATTGCTGCCCTC

G0173294-2.

seq(1>3909)

—> [ GATCAAAGCCATAGTGAAGGACAGTGATGGACAGCCGACGGCAGTTGGGATTCGTGAATTGCTGCCCT(

1180 1190 1200 1210 1220 1230 1240

TGGTTATGTGTGGGAGGGCTAACCCTTATACGCAAGGGAGTAGATGCCGACCGAACAAGAGCTGATTTC

G0173294-2.

seq(1>3909)

—> [ TGGTTATGTGTGGGAGGGCTAACCCT TATACGCAAGGGAGTAGATGCCGACCGAACAAGAGCTGATTT(

1250 1260 1270 1280 1290 1300 1310

GAGAACGCCTCAGCCAGCAACTCGCGCGAGCCTAGCAAGGCAAATGCGAGAGAACGGCCTTACGCTTGG

G0173294-2.

seq(1>3909)

—> [ GAGAACGCCTCAGCCAGCAACTCGCGCGAGCCTAGCAAGGCAAATGCGAGAGAACGGCCTTACGCTTGH

1320 1330 1340 1350 1360 1370 138(

TGGCACAGTTCTCGTCCACAGTTCGCTAAGCTCGCTCGGCTGGGTCGCGGGAGGGCCGGTCGCAGTGAT

G0173294-2

.seq(1>3909)

—> [ TGGCACAGTTCTCGTCCACAGTTCGCTAAGCTCGCTCGGCTGGGTCGCGGGAGGGCCGGTCGCAGTGAT]

1390 1400 1410 1420 1430 1440

TCAGGCCCTTCTGGATTGTGTTGGTCCCCAGGGCACGATTGTCATGCCCACGCACTCGGGTGATCTGAC

G0173294-2.

seq(1>3909)

—> | TCAGGCCCTTCTGGATTGTGTTGGTCCCCAGGGCACGATTGTCATGCCCACGCACTCGGGTGATCTGAC

1450 1460 1470 1480 1490 1500 1510

TGATCCCGCAGATTGGAGATCGCCGCCCGTGCCTGCCGATTGGGTGCAGATCAGCCTCGAGGCCAGCTA

G0173294-2.

seq(1>3909)

—> [ TGATCCCGCAGATTGGAGATCGCCGCCCGTGCCTGCCGAT TGGGTGCAGATCAGCCTCGAGGCCAGCTA

1520 1530 1540 1550 1560 1570 1580

GCTTGAACTTGTTTATTGCAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAATA

G0173294-2

.seq(1>3909)

—> [ GCTTGAACTTGTTTATTGCAGCTTATAATGGT TACAAATAAAGCAATAGCATCACAAATTTCACAAATA

1590 1600 1610 1620 1630 1640 1650

AAGCATTTTTTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTATCTTATCATGTCTGGA

G0173294-2.

seq(1>3909)

—> [ AAGCATTTTTTTCACTGCATTCTAGTTGIGGTTTGICCAAACTCATCAATGTATCITATCATGICIGGA
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1660 1670 1680 1690 1700 1710 1720

TCGGGTACCGAGCTCGAATTCGTAATCATGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACA

G0173294-2.

seq(1>3909)

—> [ TCGGGTACCGAGCTCGAATTCGTAATCATGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACA

1730 1740 1750 1760 1770 1780 1790

ATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTC

G0173294-2.

seq(1>3909)

—> [ ATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACT(

1800 1810 1820 1830 1840 1850 1860

ACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGA

G0173294-2.

seq(1>3909)

—> [ ACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGA

1870 1880 1890 1900 1910 1920 1930

ATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCG

G0173294-2

.seq(1>3909)

—> [ ATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTC(H

1940 1950 1960 1970 1980 1990 2000

CTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACA

G0173294-2.

seq(1>3909)

—> | CTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACA

2010 2020 2030 2040 2050 2060 207(

GAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAG

G0173294-2.

seq(1>3909)

—> [ GAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAG

2080 2090 2100 2110 2120 2130

GCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGT

G0173294-2

.seq(1>3909)

—> [ GCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGT]

2140 2150 2160 2170 2180 2190 2200

CAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGC

G0173294-2.

seq(1>3909)

—> [ CAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGT TTCCCCCTGGAAGCTCCCTCGTGCG(




202049 28H A H]— 16:13
Project: Untitled.SQD Contig 1

Page 5

2210 2220 2230 2240 2250 2260 2270

TCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTT

G0173294-2.

seq(1>3909)

—> [ TCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTT]

2280 2290 2300 2310 2320 2330 2340

TCTCAATGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCAC

G0173294-2.

seq(1>3909)

—> [ TCTCAATGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCA(Q

2350 2360 2370 2380 2390 2400 2410

GAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGA

G0173294-2.

seq(1>3909)

—> [ GAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGA

2420 2430 2440 2450 2460 2470 2480

CACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCT

G0173294-2

.seq(1>3909)

—> [ CACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCT]

2490 2500 2510 2520 2530 2540 2550

ACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTG

G0173294-2.

seq(1>3909)

—> [ ACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCT(Q

2560 2570 2580 2590 2600 2610 2620

CTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGC

G0173294-2.

seq(1>3909)

—> [ CTGAAGCCAGTTACCTTCGGAAAAAGAGT TGGTAGCTCT TGATCCGGCAAACAAACCACCGCTGGTAG(

2630 2640 2650 2660 2670 2680 2690

GGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATC

G0173294-2

.seq(1>3909)

—> | GGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGAT

2700 2710 2720 2730 2740 2750 276(

TTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATTATCA

G0173294-2.

seq(1>3909)

—> | TTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATTATC
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2770 2780 2790 2800 2810 2820

AAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAAATCAATCTAAAGTATATATGAG

G0173294-2.

seq(1>3909)

—> [ AAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAAATCAATCTAAAGTATATATGAG

2830 2840 2850 2860 2870 2880 2890

TAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGT

G0173294-2.

seq(1>3909)

—> [ TAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTATTICGT]

2900 2910 2920 2930 2940 2950 2960

TCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCC

G0173294-2.

seq(1>3909)

—> [ TCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCC(

2970 2980 2990 3000 3010 3020 3030

AGTGCTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGATTTATCAGCAATAAACCAGCCAGCC

G0173294-2

.seq(1>3909)

—> [ AGTGCTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGATT TATCAGCAATAAACCAGCCAGC(

3040 3050 3060 3070 3080 3090 3100

GGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCTATTAATTGTTGCCGG

G0173294-2.

seq(1>3909)

—> [ GGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCTATTAATTGT TGCCGQ

3110 3120 3130 3140 3150 3160 3170

GAAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGTG

G0173294-2.

seq(1>3909)

—> [ GAAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGT TGCCATTGCTACAGGCATCGTQ

3180 3190 3200 3210 3220 3230 3240

GTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGA

G0173294-2

.seq(1>3909)

—> [ GTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGA

3250 3260 3270 3280 3290 3300 3310

TCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCC

G0173294-2.

seq(1>3909)

—> [ TCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGC(
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3320 3330 3340 3350 3360 3370 3380

GCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGATGC

G0173294-2.

seq(1>3909)

- |

GCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGATG(

3390 3400 3410 3420 3430 3440 345(

TTTTCTGTGACTGGTGAGTACTCAACCAAGTCATTCTGAGAATAGTGTATGCGGCGACCCAGTTGCTCT

G0173294-2.

seq(1>3909)

—> [ TTTTCTGTGACTGGTGAGTACTCAACCAAGTCATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCT]

3460 3470 3480 3490 3500 3510

TGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATTGGAAAA

G0173294-2.

seq(1>3909)

—> [ TGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCAGAACTT TAAAAGTGCTCATCATTGGAAAA

3520 3530 3540 3550 3560 3570 3580

CGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTTCGATGTAACCCACTCGT

G0173294-2.

seq(1>3909)

- |

CGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGT TGAGATCCAGT TCGATGTAACCCACTCGT]

3590 3600 3610 3620 3630 3640 3650

GCACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAA

G0173294-2.

seq(1>3909)

—> [ GCACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAA

3660 3670 3680 3690 3700 3710 3720

AATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCTTCCTTTTTCAATAT

G0173294-2.

seq(1>3909)

AATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGT TGAATACTCATACTCTTCCTTTTTCAATAT]

3730 3740 3750 3760 3770 3780 3790

TATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAAATAAA

G0173294-2.
BO6-DC-G0173294-2_PUC57-1.8K-SEQF.ab1(1>761)—

seq(1>3909)

—

TATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAAATAAA
AATAAA

3800 3810 3820 3830 3840 3850 3860

CAAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCATG

G0173294-2.
BO6-DC-G0173294-2_PUC57-1.8K-SEQF.ab1(1>761)—

seq(1>3909)

—

CAAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCAT
CAAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCAT
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3870 3880 3890 3900 3910 3920 3930

ACATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTCGCGCGTTTCGGTGATGACGGTGAA

G0173294-2 .seq(1>3909)

BO6-DC-G0173294-2_PUC57-1.

8K-SEQF .

—> | ACATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTC
abl1(1>761)—> | ACATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTCGCGCGTTTCGGTGATGACGGTGAA

3940 3950 3960 3970 3980 3990 4000

AACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTCTGTAAGCGGATGCCGGGAGCAGACAA

BO6-DC-G0173294-2_PUC57-1.

8K-SEQF .

ab1(1>761)—> [ AACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGICIGTAAGCGGATGCCGGGAGCAGACAA

4010 4020 4030 4040 4050 4060 4070

GCCCGTCAGGGCGCGTCAGCGGGTGCTTGGCGGGCTGTCGGGGCTGGCTTAACTATGCGGCATCAGAGCAG

BO6-DC-G0173294-2_PUC57-1.

8K-SEQF .

ab1(1>761)—> [ GCCCGTCAGGGCGCGTCAGCGGGTGTTGGCGGGTGTCGGGGCTGGCT TAACTATGCGGCATCAGAGCAG

4080 4090 4100 4110 4120 4130 414(

ATTGTACTGAGAGTGCACCATATGCGGTGTGAAATACCGCACAGATGCGTAAGGAGAAAATACCGCATC

BO6-DC-G0173294-2_PUC57-1.

8K-SEQF .

ab1(1>761)—> [ ATTGTACTGAGAGTGCACCATATGCGGTGTGAAATACCGCACAGATGCGTAAGGAGAAAATACCGCAT(

4150 4160 4170 4180 4190 4200

AGGCGCCATTCGCCATTCAGGCTGCGCAACTGTTGGGAAGGGCGATCGGTGCGGGCCTCTTCGCTATTA

BO6-DC-G0173294-2_PUC57-1.

8K-SEQF .

ab1(1>761)—> [ AGGCGCCATTCGCCATTCAGGCTGCGCAACTGT TGGGAAGGGCGATCGGTGCGGGCCTCTTCGCTATTA

4210 4220 4230 4240 4250 4260 4270

CGCCAGCTGGCGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCA

BO6-DC-G0173294-2_PUC57-1.

8K-SEQF .

ab1(1>761)—> [ CGCCAGCTGGCGAAAGGGGGATGTGCTGCAAGGCGAT TAAGTTGGGTAACGCCAGGGTTTTCCCAGTCA

4280 4290 4300 4310 4320 4330 4340

CGACGTTGTAAAACGACGGCCAGTGCCAAGCTTGCATGCCTGCAGGTCGACTCTAGAGGATCCGGTGCG

BO6-DC-G0173294-2_PUC57-1

_8K-SEQF.

ab1(1>761)—> [ CGACGTTGTAAAACGACGGCCAGTGCCAAGCTTGCATGCCTGCAGGTCGACTCTAGAGGATCCGGTGC]

4350 4360 4370 4380 4390 4400 4410

TGGTGGTTTCATGCTTCTGGGAACGGCAAATGGGTTTAGGATTGGGAACCCCTCATCATCTGTTGGAAT

BO6-DC-G0173294-2_PUC57-1.

8K-SEQF .

ab1(1>761)—> [ TGGIGGTTTCATGCTTCIGGGAACGGCAAATGGGT T TAGGATTGGGAACCCCTCATCATCTGI TGGAAT]
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4420 4430 4440 4450 4460 4470 4480

ATACTATTCAACCTACAAAAGTAACGTTAAACAACACTACTTTATATTTGATATGAATGGCCACACCTT
B06-DC-G0173294-2_PUC57-1.8K-SEQF.ab1(1>761)—> [ ATACTATTCAACCTACAAAAGTAACGTTAAACAACACTACTTTATATTTGATATGAATGGCCACACCTT]

4490 4500 4510 4520 4530 4540 4550

TTATGCCATAAAACATATTGTAAGAGAATACCACTCTTTTTATTCCTTCTTTCCTTCTTGTACGT
B06-DC-G0173294-2_PUC57-1.8K-SEQF.ab1(1>761)—> [ TTATGCCATAAAACATATTGTAAGAGAATACCACTCTTITTATICCTTCTTICCTTCTTGTACGT|




