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20 30

ATCGATGCTTAGGAGGTCATATGGCGGATAAAGAACTT

G0262186-1.

seq(1>5438)

ATCGATGCTTAGGAGGTCATATGGCGGATAAAGAACTﬂ

40 50 60 70

AAATTTTTGGTTGTGGATGACTTTTCCACCATGCGACG

G0262186-1.

seq(1>5438)

AAATTTTTGGTTGTGGATGACTTTTCCACCATGCGACH

80 90 100 110

CATAGTGCGTAACCTGCTGAAAGAGCTGGGATTCAATA

G0262186-1.

seq(1>5438)

CATAGTGCGTAACCTGCTGAAAGAGCTGGGATTCAATN

120 130 140 150

ATGTTGAGGAAGCGGAAGATGGCGTCGACGCTCTCAAT

G0262186-1

.seq (1>5438)

ATGTTGAGGAAGCGGAAGATGGCGTCGACGCTCTCAAT]

160 170 180 190

AAGTTGCAGGCAGGCGGTTATGGATTTGTTATCTCCGA

G0262186-1.

seq(1>5438)

AAGTTGCAGGCAGGCGGTTATGGATTTGTTATCTCCGH

200 210 220

CTGGAACATGCCCAATATGGATGGCCTGGAATTGCTGA

G0262186-1.

seq(1>5438)

CTGGAACATGCCCAATATGGATGGCCTGGAATTGCTGH

230 240 250 260

AAACAATTCGTGCGGATGGCGCGATGTCGGCATTGCCA

G0262186-1.

seq(1>5438)

- |

AAACAATTCGTGCGGATGGCGCGATGTCGGCATTGCCH

270 280 290 300

GTGTTAATGGTGACTGCAGAAGCGAAGAAAGAGAACAT

G0262186-1.

seq(1>5438)

GTGTTAATGGTGACTGCAGAAGCGAAGAAAGAGAACAﬂ

310 320 330 340

CATTGCTGCGGCGCAAGCGGGGGCCAGTGGCTATGTGG

G0262186-1.

seq(1>5438)

CATTGCTGCGGCGCAAGCGGGGGCCAGTGGCTATGTGY

350 360 370 380

TGAAGCCATTTACCGCCGCGACGCTGGAGGAAAAACTC

G0262186-1.

seq(1>5438)

TGAAGCCATTTACCGCCGCGACGCTGGAGGAAAAACT(

390 400 410

AACAAAATCTTTGAGAAACTGGGCATGTGAGGATGCGA

G0262186-1

.seq (1>5438)

- |

AACAAAATCTTTGAGAAACTGGGCATGTGAGGATGCGH

420 430 440 450

CTATGATGCAACCATCAATCAAACCTGCTGACGAGCAT

G0262186-1.

seq(1>5438)

CTATGATGCAACCATCAATCAAACCTGCTGACGAGCAT]
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460 470 480 490

TCAGGGGGGATCCACTAGTTCTAGAGTCGACCTGCAGC

G0262186-1.

seq(1>5438)

TCAGGGGGGATCCACTAGTTCTAGAGTCGACCTGCAG]

500 510 520 530

CCAAGCTTATCGATGATAAGCTGTCAAACATGAGCAGA

G0262186-1.

seq(1>5438)

CCAAGCTTATCGATGATAAGCTGTCAAACATGAGCAGH

540 550 560 570

TCTGAGCCCGCCTAATGAGCGGGCTTTTTTTTCAGATC

G0262186-1.

seq(1>5438)

TCTGAGCCCGCCTAATGAGCGGGCTTTTTTTTCAGAT(

580 590 600

TGCTTGAAGACGAAAGGGCCTCGTGATACGCCTATTTT

G0262186-1

.seq (1>5438)

TGCTTGAAGACGAAAGGGCCTCGTGATACGCCTATTTY

610 620 630 640

TATAGGTTAATGTCATGATAATAATGGTTTCTTAGACG

G0262186-1.

seq(1>5438)

TATAGGTTAATGTCATGATAATAATGGTTTCTTAGACQ

650 660 670 680

ATGCGTCAAAGCAACCATAGTACGCGCCCTGTAGCGGC

G0262186-1.

seq(1>5438)

ATGCGTCAAAGCAACCATAGTACGCGCCCTGTAGCGG(

690 700 710 720

GCATTAAGCGCGGCGGGTGTGGTGGTTACGCGCAGCGT

G0262186-1.

seq(1>5438)

- |

GCATTAAGCGCGGCGGGTGTGGTGGTTACGCGCAGCGT]

730 740 750 760

GACCGCTACACTTGCCAGCGCCCTAGCGCCCGCTCCTT

G0262186-1.

seq(1>5438)

GACCGCTACACTTGCCAGCGCCCTAGCGCCCGCTCCTT

770 780 790

TCGCTTTCTTCCCTTCCTTTCTCGCCACGTTCGCCGGC

G0262186-1.

seq(1>5438)

TCGCTTTCTTCCCTTCCTTTCTCGCCACGTTCGCCGG(

800 810 820 830

TTTCCCCGTCAAGCTCTAAATCGGGGGCTCCCTTTAGG

G0262186-1.

seq(1>5438)

TTTCCCCGTCAAGCTCTAAATCGGGGGCTCCCTTTAGYH

840 850 860 870

GTTCCGATTTAGAGCTTTACGGCACCTCGACCCCAAAA

G0262186-1

.seq (1>5438)

- |

GTTCCGATTTAGAGCTTTACGGCACCTCGACCCCAAAY

880 890 900 910

AACTTGATTTGGGTGATGGTTCACGTAGTGGGCCATCG

G0262186-1.

seq(1>5438)

AACTTGATTTGGGTGATGGTTCACGTAGTGGGCCATCY
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920 930 940 950

CCCTGATAGACGGTTTTTCGCCCTTTGACGTTGGAGTC

G0262186-1.

seq(1>5438)

CCCTGATAGACGGTTTTTCGCCCTTTGACGTTGGAGT(

960 970 980

CACGTTCTTTAATAGTGGACTCTTGTTCCAAACTGGAA

G0262186-1.

seq(1>5438)

CACGTTCTTTAATAGTGGACTCTTGTTCCAAACTGGAH

990 1000 1010 1020

CAACACTCAACCCTATCTCGGGCTATTCTTTTGATTTA

G0262186-1.

seq(1>5438)

CAACACTCAACCCTATCTCGGGCTATTCTTTTGATTTN

1030 1040 1050 1060

TAAGGGATTTTGCCGATTTCGGCCTATTGGTTAAAAAA

G0262186-1

.seq (1>5438)

TAAGGGATTTTGCCGATTTCGGCCTATTGGTTAAAAAH

1070 1080 1090 1100

TGAGCTGATTTAACAAAAATTTAACGCGAATTTTAACA

G0262186-1.

seq(1>5438)

TGAGCTGATTTAACAAAAATTTAACGCGAATTTTAACN

1110 1120 1130 114(

AAATATTAACGTTTACAATTTCATCGTCAGGTGGCACT

G0262186-1.

seq(1>5438)

AAATATTAACGTTTACAATTTCATCGTCAGGTGGCACﬂ

1150 1160 1170

TTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATT

G0262186-1.

seq(1>5438)

- |

TTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATT

1180 1190 1200 1210

TTTCTAAATACATTCAAATATGTATCCGCTCATGAGAC

G0262186-1.

seq(1>5438)

- |

TTTCTAAATACATTCAAATATGTATCCGCTCATGAGAq

1220 1230 1240 1250

AATAACCCTGATAAATGCTTCAATAATATTGAAAAAGG

G0262186-1.

seq(1>5438)

AATAACCCTGATAAATGCTTCAATAATATTGAAAAAGQ

1260 1270 1280 1290

AAGAGTATGAGTATTCAACATTTCCGTGTCGCCCTTAT

G0262186-1.

seq(1>5438)

AAGAGTATGAGTATTCAACATTTCCGTGTCGCCCTTAﬂ

1300 1310 1320 133(

TCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTTTGCTC

G0262186-1

.seq (1>5438)

- |

TCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTTTGCTq

1340 1350 1360

ACCCAGAAACGCTGGTGAAAGTAAAAGATGCTGAAGAT

G0262186-1.

seq(1>5438)

ACCCAGAAACGCTGGTGAAAGTAAAAGATGCTGAAGAT]
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1370 1380 1390 1400

CAGTTGGGTGCACGAGTGGGTTACATCGAACTGGATCT

G0262186-1.

seq(1>5438)

- |

CAGTTGGGTGCACGAGTGGGTTACATCGAACTGGATCT

1410 1420 1430 1440

CAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGAAG

G0262186-1.

seq(1>5438)

CAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGAAG

1450 1460 1470 1480

AACGTTTTCCAATGATGAGCACTTTTAAAGTTCTGCTA

G0262186-1.

seq(1>5438)

AACGTTTTCCAATGATGAGCACTTTTAAAGTTCTGCTN

1490 1500 1510 152(

TGTGGCGCGGTATTATCCCGTGTTGACGCCGGGCAAGA

G0262186-1

.seq (1>5438)

TGTGGCGCGGTATTATCCCGTGTTGACGCCGGGCAAGH

1530 1540 1550

GCAACTCGGTCGCCGCATACACTATTCTCAGAATGACT

G0262186-1.

seq(1>5438)

- |

GCAACTCGGTCGCCGCATACACTATTCTCAGAATGACT

1560 1570 1580 1590

TGGTTGAGTACTCACCAGTCACAGAAAAGCATCTTACG

G0262186-1.

seq(1>5438)

- |

TGGTTGAGTACTCACCAGTCACAGAAAAGCATCTTACQ

1600 1610 1620 1630

GATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCAT

G0262186-1.

seq(1>5438)

- |

GATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCAT]

1640 1650 1660 1670

AACCATGAGTGATAACACTGCGGCCAACTTACTTCTGA

G0262186-1.

seq(1>5438)

AACCATGAGTGATAACACTGCGGCCAACTTACTTCTGH

1680 1690 1700 171¢

CAACGATCGGAGGACCGAAGGAGCTAACCGCTTTTTTG

G0262186-1.

seq(1>5438)

CAACGATCGGAGGACCGAAGGAGCTAACCGCTTTTTTY

1720 1730 1740

CACAACATGGGGGATCATGTAACTCGCCTTGATCGTTG

G0262186-1.

seq(1>5438)

- |

CACAACATGGGGGATCATGTAACTCGCCTTGATCGTTY

1750 1760 1770 1780

GGAACCGGAGCTGAATGAAGCCATACCAAACGACGAGC

G0262186-1

.seq (1>5438)

- |

GGAACCGGAGCTGAATGAAGCCATACCAAACGACGAG]

1790 1800 1810 1820

GTGACACCACGATGCCTGCAGCAATGGCAACAACGTTG

G0262186-1.

seq(1>5438)

GTGACACCACGATGCCTGCAGCAATGGCAACAACGTT]
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1830 1840 1850 1860

CGCAAACTATTAACTGGCGAACTACTTACTCTAGCTTC

G0262186-1.

seq(1>5438)

CGCAAACTATTAACTGGCGAACTACTTACTCTAGCTTq

1870 1880 1890 190¢

CCGGCAACAATTAATAGACTGGATGGAGGCGGATAAAG

G0262186-1.

seq(1>5438)

CCGGCAACAATTAATAGACTGGATGGAGGCGGATAAAG

1910 1920 1930

TTGCAGGACCACTTCTGCGCTCGGCCCTTCCGGCTGGC

G0262186-1.

seq(1>5438)

- |

TTGCAGGACCACTTCTGCGCTCGGCCCTTCCGGCTGG(

1940 1950 1960 1970

TGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGG

G0262186-1

.seq (1>5438)

- |

TGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGY

1980 1990 2000 2010

GTCTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTA

G0262186-1.

seq(1>5438)

GTCTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTH

2020 2030 2040 2050

AGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGT

G0262186-1.

seq(1>5438)

AGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGT]

2060 2070 2080 209(

CAGGCAACTATGGATGAACGAAATAGACAGATCGCTGA

G0262186-1.

seq(1>5438)

- |

CAGGCAACTATGGATGAACGAAATAGACAGATCGCTGH

2100 2110 2120

GATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAG

G0262186-1.

seq(1>5438)

- |

GATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAQ

2130 2140 2150 2160

ACCAAGTTTACTCATATATACTTTAGATTGATTTAAAA

G0262186-1.

seq(1>5438)

- |

ACCAAGTTTACTCATATATACTTTAGATTGATTTAAAH

2170 2180 2190 2200

CTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCT

G0262186-1.

seq(1>5438)

CTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCﬂ

2210 2220 2230 2240

TTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGT

G0262186-1

.seq (1>5438)

- |

TTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGﬂ

2250 2260 2270 228

TTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATC

G0262186-1.

seq(1>5438)

TTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGAT(
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2290 2300 2310

AAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAAT

G0262186-1.

seq(1>5438)

——>| AAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAAﬂ

2320 2330 2340 2350

CTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGG

G0262186-1.

seq(1>5438)

—> | CTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGYH

2360 2370 2380 2390

TGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTT

G0262186-1.

seq(1>5438)

—> | TGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTT

2400 2410 2420 2430

CCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAA

G0262186-1.

seq(1>5438)

—> | CCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAH

2440 2450 2460 247 (

TACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACT

G0262186-1.

seq(1>5438)

—> | TACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACT

2480 2490 2500

TCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTG

G0262186-1.

seq(1>5438)

—> | TCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCT(

2510 2520 2530 2540

CTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAA

G0262186-1.

seq(1>5438)

—> | CTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAN

2550 2560 2570 2580

GTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTAC

G0262186-1.

seq(1>5438)

—> | GTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTA(Q

2590 2600 2610 2620

CGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCG

G0262186-1.

seq(1>5438)

—> | CGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCY

2630 2640 2650 266(

TGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGA

G0262186-1.

seq(1>5438)

—> | TGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGH

2670 2680 2690

ACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCA

G0262186-1

.seq (1>5438)

—> | ACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCH

2700 2710 2720 2730

CGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTA

G0262186-1.

seq(1>5438)

—> | CGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTH
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2740 2750 2760 2770

AGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCT

G0262186-1.

seq(1>5438)

AGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCT]

2780 2790 2800 2810

TCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCG

G0262186-1.

seq(1>5438)

TCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCH

2820 2830 2840 285(

GGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGA

G0262186-1.

seq(1>5438)

GGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGH

2860 2870 2880

TGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAG

G0262186-1

.seq (1>5438)

- |

TGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAY

2890 2900 2910 2920

CAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGC

G0262186-1.

seq(1>5438)

- |

CAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGG(

2930 2940 2950 2960

CTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGAT

G0262186-1.

seq(1>5438)

CTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGAﬂ

2970 2980 2990 3000

TCTGTGGATAACCGTATTACCGCCTTTGAGTGAGCTGA

G0262186-1.

seq(1>5438)

- |

TCTGTGGATAACCGTATTACCGCCTTTGAGTGAGCTGH

3010 3020 3030 304(

TACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGT

G0262186-1.

seq(1>5438)

TACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGT

3050 3060 3070

CAGTGAGCGAGGAAGCGGAAGAGCGCCTGATGCGGTAT

G0262186-1.

seq(1>5438)

- |

CAGTGAGCGAGGAAGCGGAAGAGCGCCTGATGCGGTAT

3080 3090 3100 3110

TTTCTCCTTACGCATCTGTGCGGTATTTCACACCGCAT

G0262186-1.

seq(1>5438)

- |

TTTCTCCTTACGCATCTGTGCGGTATTTCACACCGCAT

3120 3130 3140 3150

AATGGTGCACTCTCAGTACAATCTGCTCTGATGCCGCA

G0262186-1

.seq (1>5438)

- |

AATGGTGCACTCTCAGTACAATCTGCTCTGATGCCGCH

3160 3170 3180 3190

TAGTTAAGCCAGTATACACTCCGCTATCGCTACGTGAC

G0262186-1.

seq(1>5438)

TAGTTAAGCCAGTATACACTCCGCTATCGCTACGTGA(
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3200 3210 3220 323(

TGGGTCATGGCTGCGCCCCGACACCCGCCAACACCCGC

G0262186-1.

seq(1>5438)

—> | TGGGTCATGGCTGCGCCCCGACACCCGCCAACACCCG(

3240 3250 3260

TGACGCGCCCTGACGGGCTTGTCTGCTCCCGGCATCCG

G0262186-1.

seq(1>5438)

—> | TGACGCGCCCTGACGGGCTTGTCTGCTCCCGGCATCCYH

3270 3280 3290 3300

CTTACAGACAAGCTGTGACCGTCTCCGGGAGCTGCATG

G0262186-1.

seq(1>5438)

—> | CTTACAGACAAGCTGTGACCGTCTCCGGGAGCTGCAT(

3310 3320 3330 3340

TGTCAGAGGTTTTCACCGTCATCACCGAAACGCGCGAG

G0262186-1

.seq (1>5438)

—> | TGTCAGAGGTTTTCACCGTCATCACCGAAACGCGCGA(

3350 3360 3370 3380

GCAGAACGCCATCAAAAATAATTCGCGTCTGGCCTTCC

G0262186-1.

seq(1>5438)

—> | GCAGAACGCCATCAAAAATAATTCGCGTCTGGCCTTC(

3390 3400 3410 342(

TGTAGCCAGCTTTCATCAACATTAAATGTGAGCGAGTA

G0262186-1.

seq(1>5438)

——>| TGTAGCCAGCTTTCATCAACATTAAATGTGAGCGAGTH

3430 3440 3450

ACAACCCGTCGGATTCTCCGTGGGAACAAACGGCGGAT

G0262186-1.

seq(1>5438)

—> | ACAACCCGTCGGATTCTCCGTGGGAACAAACGGCGGAT

3460 3470 3480 3490

TGACCGTAATGGGATAGGTCACGTTGGTGTAGATGGGC

G0262186-1.

seq(1>5438)

——>| TGACCGTAATGGGATAGGTCACGTTGGTGTAGATGGGq

3500 3510 3520 3530

GCATCGTAACCGTGCATCTGCCAGTTTGAGGGGACGAC

G0262186-1.

seq(1>5438)

—> | GCATCGTAACCGTGCATCTGCCAGTTTGAGGGGACGA(

3540 3550 3560 3570

GACAGTATCGGCCTCAGGAAGATCGCACTCCAGCCAGC

G0262186-1.

seq(1>5438)

—> | GACAGTATCGGCCTCAGGAAGATCGCACTCCAGCCAG]

3580 3590 3600 361(

TTTCCGGCACCGCTTCTGGTGCCGGAAACCAGGCAAAG

G0262186-1

.seq (1>5438)

—> | TTTCCGGCACCGCTTCTGGTGCCGGAAACCAGGCAAA(

3620 3630 3640

CGCCATTCGCCATTCAGGCTGCGCAACTGTTGGGAAGG

G0262186-1.

seq(1>5438)

—> | CGCCATTCGCCATTCAGGCTGCGCAACTGTTGGGAAGYH
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3650

3680

3660

3670

GCGATCGGTGCGGGCCTCTTCGCTATTACGCCAGCTGG

G0262186-1.seq(1>5438)

- |

GCGATCGGTGCGGGCCTCTTCGCTATTACGCCAGCTGY

3690 3700 3710 3720

CGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTA

G0262186-1.segq(1>5438)

CGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTH

3730 3740 3750 3760

ACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGAC

G0262186-1.seg(1>5438)
A04-D38893-G0262186-1 M13F-77

.abl (1>782)—

—

ACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGA(
TAaAACGAC

3770 3780 3790 380(

GGCCAGTGAATCCGTAATCATGGTCATAGCTGTTTCCT

G0262186-1.segq(1>5438)
A04-D38893-G0262186-1 M13F-77

.abl (1>782)—

—

GGCCAGTGAATCCGTAATCATGGTCATAGCTGTTTCCT
GGCCAGTGAATCCGTAATCATGGTCATAGCTGTTTCCT

3810 3820 3830

GTGTGAAATTGTTATCCGCTCACAATTCCACACATTAT

G0262186-1.segq(1>5438)
A04-D38893-G0262186-1 M13F-77

.abl (1>782)—

—

GTGTGAAATTGTTATCCGCTCACAATTCCACACATTAT
GTGTGAAATTGTTATCCGCTCACAATTCCACACATTAT

3840

3850 3860 3870

ACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCT

G0262186-1.segq(1>5438)
A04-D38893-G0262186-1 M13F-77

.abl (1>782)—

—

ACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCT
ACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCT

3880 3890 3900 3910

AATGAGTGAGCTAACTTACATTAATTGCGTTGCGCTCA

G0262186-1.segq(1>5438)
A04-D38893-G0262186-1 M13F-77

.abl (1>782)—

—

AATGAGTGAGCTAACTTACATTAATTGCGTTGCGCTCA
AATGAGTGAGCTAACTTACATTAATTGCGTTGCGCTCA

3920 3930 3940 3950

CTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCT

G0262186-1.segq(1>5438)
A04-D38893-G0262186-1 M13F-77

.abl (1>782)—

—

CTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCT
CTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCT

3960 3970 3980 399(

GCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTT

G0262186-1.seq(1>5438)
AQ04-D38893-G0262186-1 M13F-77

.abl (1>782)—

—

GCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTT
GCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTT

4000 4010 4020

TGCGTATTGGGCGCCAGGGTGGTTTTTCTTTTCACCAG

G0262186-1.seq(1>5438)
AQ04-D38893-G0262186-1 M13F-77

.abl (1>782)—

—

TGCGTATTGGGCGCCAGGGTGGTTTTTCTTTTCACCAG
TGCGTATTGGGCGCCAGGGTGGTTTTTCTTTTCACCAG
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4030

4040

4050

4060

TGAGACGGGCAACAGCTGATTGCCCTTCACCGCCTGGC

G0262186-1.seq(1>5438)
A04-D38893-G0262186-1 MI13F-77

—

.abl (1>782)—

TGAGACGGGCAACAGCTGATTGCCCTTCACCGCCTGGA
TGAGACGGGCAACAGCTGATTGCCCTTCACCGCCTGGO

4070 4080 4090 4100

CCTGAGAGAGTTGCAGCAAGCGGTCCACGCTGGTTTGC

G0262186-1.seq(1>5438)
A04-D38893-G0262186-1 MI13F-77

—

.abl (1>782)—

CCTGAGAGAGTTGCAGCAAGCGGTCCACGCTGGTTTGA
CCTGAGAGAGTTGCAGCAAGCGGTCCACGCTGGTTTGO

4110 4120 4130 4140

CCCAGCAGGCGAAAATCCTGTTTGATGGTGGTTAACGG

G0262186-1.segq(1>5438)

A04-D38893-G0262186-1 MI3F-77.

—
abl (1>782)—

CCCAGCAGGCGAAAATCCTGTTTGATGGTGGTTAACGG
CCCAGCAGGCGAAAATCCTGTTTGATGGTGGTTAACGG

4150

4160

4170

418(

CGGGATATAACATGAGCTGTCTTCGGTATCGTCGTATC

G0262186-1.segq(1>5438)
A04-D38893-G0262186-1 MI13F-77

—

.abl (1>782)—

CGGGATATAACATGAGCTGTCTTCGGTATCGTCGTAT(
CGGGATATAACATGAGCTGTCTTCGGTATCGTCGTAT(

4190 4200 4210

CCACTACCGAGATATCCGCACCAACGCGCAGCCCGGAC

G0262186-1.segq(1>5438)
A04-D38893-G0262186-1 MI13F-77

—

.abl (1>782)—

CCACTACCGAGATATCCGCACCAACGCGCAGCCCGGAC
CCACTACCGAGATATCCGCACCAACGCGCAGCCCGGA(Q

4220

4230 4240 4250

TCGGTAATGGCGCGCATTGCGCCCAGCGCCATCTGATC

G0262186-1.seg(1>5438)

A04-D38893-G0262186-1 MI3F-77.

—
abl (1>782)—

TCGGTAATGGCGCGCATTGCGCCCAGCGCCATCTGAT(C
TCGGTAATGGCGCGCATTGCGCCCAGCGCCATCTGAT(

4260

4270

4280

4290

GTTGGCAACCAGCATCGCAGTGGGAACGATGCCCTCAT

G0262186-1.segq(1>5438)
A04-D38893-G0262186-1 MI3F-77

—

.abl (1>782)—

GTTGGCAACCAGCATCGCAGTGGGAACGATGCCCTCAT
GTTGGCAACCAGCATCGCAGTGGGAACGATGCCCTCAT

4300 4310 4320 4330

TCAGCATTTGCATGGTTTGTTGAAAACCGGACATGGCA

G0262186-1.segq(1>5438)
A04-D38893-G0262186-1 M13F-77

—

.abl (1>782)—

TCAGCATTTGCATGGTTTGTTGAAAACCGGACATGGCA
TCAGCATTTGCATGGTTTGTTGAAAACCGGACATGGCA

4340 4350 4360 437(

CTCCAGTCGCCTTCCCGTTCCGCTATCGGCTGAATTTG

G0262186-1.segq(1>5438)
A04-D38893-G0262186-1 M13F-77

—

.abl (1>782)—>

CTCCAGTCGCCTTCCCGTTCCGCTATCGGCTGAATTTG
CTCCAGTCGCCTTCCCGTTCCGCTATCGGCTGAATTTQG

4380

4390

4400

ATTGCGAGTGAGATATTTATGCCAGCCAGCCAGACGCA

G0262186-1.seg(1>5438)
A04-D38893-G0262186-1 M13F-77

—

.abl (1>782)—>

ATTGCGAGTGAGATATTTATGCCAGCCAGCCAGACGCAH
ATTGCGAGTGAGATATTTATGCCAGCCAGCCAGACGCA
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4410 4420 4430 4440

GACGCGCCGAGACAGAACTTAATGGGCCCGCTAACAGC

G0262186-1.
A04-D38893-G0262186-1 MI3F-77.

seq(1>5438)

abl (1>782)—> | GACGCGCCGAGACAGAACTTAATGGGCCCGCTAACAG(Q

—> | GACGCGCCGAGACAGAACTTAATGGGCCCGCTAACAGU

4450 4460 4470 4480

GCGATTTGCTGGTGACCCAATGCGACCAGATGCTCCAC

G0262186-1.
A04-D38893-G0262186-1 MI3F-77.

seq(1>5438)

abl (1>782)—> | GCGATTTGCTGGTGACCCAATGCGACCAGATGCTCCA(Q

—> | GCGATTTGCTGGTGACCCAATGCGACCAGATGCTCCAC

4490 4500 4510 4520

GCCCAGTCGCGTACCGTCTTCATGGGAGAAAATAATAC

G0262186-1.
A04-D38893-G0262186-1 MI3F-77.

seq(1>5438)

abl (1>782)—> | GCCCAGTCGCGTACCGTCTTCATGGGAGAAAATAATAC

—> | GCCCAGTCGCGTACCGTCTTCATGGGAGAAAATAATAC

4530 4540 4550 456(

TGTTGATGGGTGTCTGGTCAGAGACATCAAGAAATAAC

G0262186-1.
A04-D38893-G0262186-1 MI3F-77.

seq(1>5438)

abl (1>782)—> | TGTTGATGGGTGT

—> | TGTTGATGGGTGTCTGGTCAGAGACATCAAGAAATAAC

4570 4580 4590

GCCGGAACATTAGTGCAGGCAGCTTCCACAGCAATGGC

G0262186-1.

seq(1>5438)

—> | GCCGGAACATTAGTGCAGGCAGCTTCCACAGCAATGG]

4600 4610 4620 4630

ATCCTGGTCATCCAGCGGATAGTTAATGATCAGCCCAC

G0262186-1.

seq(1>5438)

——)l ATCCTGGTCATCCAGCGGATAGTTAATGATCAGCCCAq

4640 4650 4660 4670

TGACGCGTTGCGCGAGAAGATTGTGCACCGCCGCTTTA

G0262186-1.

seq(1>5438)

—> | TGACGCGTTGCGCGAGAAGATTGTGCACCGCCGCTTTH

4680 4690 4700 4710

CAGGCTTCGACGCCGCTTCGTTCTACCATCGACACCAC

G0262186-1.

seq(1>5438)

—> | CAGGCTTCGACGCCGCTTCGTTCTACCATCGACACCA(

4720 4730 4740 475(

CACGCTGGCACCCAGTTGATCGGCGCGAGATTTAATCG

G0262186-1.

seq(1>5438)

—> | CACGCTGGCACCCAGTTGATCGGCGCGAGATTTAATCH

4760 4770 4780

CCGCGACAATTTGCGACGGCGCGTGCAGGGCCAGACTG

G0262186-1.

seq(1>5438)

—> | CCGCGACAATTTGCGACGGCGCGTGCAGGGCCAGACT(

4790 4800 4810 4820

GAGGTGGCAACGCCAATCAGCAACGACTGTTTGCCCGC

G0262186-1.

seq(1>5438)

—> | GAGGTGGCAACGCCAATCAGCAACGACTGTTTGCCCG(
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4830 4840 4850 4860

CAGTTGTTGTGCCACGCGGTTGGGAATGTAATTCAGCT

G0262186-1.

seq(1>5438)

CAGTTGTTGTGCCACGCGGTTGGGAATGTAATTCAGCT

4870 4880 4890 4900

CCGCCATCGCCGCTTCCACTTTTTCCCGCGTTTTCGCA

G0262186-1.

seq(1>5438)

CCGCCATCGCCGCTTCCACTTTTTCCCGCGTTTTCGCH

4910 4920 4930 494(

GAAACGTGGCTGGCCTGGTTCACCACGCGGGAAACGGT

G0262186-1.

seq(1>5438)

GAAACGTGGCTGGCCTGGTTCACCACGCGGGAAACGGT

4950 4960 4970

CTGATAAGAGACACCGGCATACTCTGCGACATCGTATA

G0262186-1.

seq(1>5438)

- |

CTGATAAGAGACACCGGCATACTCTGCGACATCGTATH

4980 4990 5000 5010

ACGTTACTGGTTTCACATTCACCACCCTGAATTGACTC

G0262186-1.

seq(1>5438)

- |

ACGTTACTGGTTTCACATTCACCACCCTGAATTGACTq

5020 5030 5040 5050

TCTTCCGGGCGCTATCATGCCATACCGCGAAAGGTTTT

G0262186-1.

seq(1>5438)

TCTTCCGGGCGCTATCATGCCATACCGCGAAAGGTTT]

5060 5070 5080 5090

GCACCATTCGATGGTGTCCTGGCACGACAGGTTTCCCG

G0262186-1.

seq(1>5438)

- |

GCACCATTCGATGGTGTCCTGGCACGACAGGTTTCCCH

5100 5110 5120 51 3(

ACTGGAAAGCGGGCAGTGAGCGCAACGCAATTAATGTA

G0262186-1.

seq(1>5438)

ACTGGAAAGCGGGCAGTGAGCGCAACGCAATTAATGTH

5140 5150 5160

AGTTAGCTCACTCATTAGGCACCCCAGGCTTTACACTT

G0262186-1.

seq(1>5438)

- |

AGTTAGCTCACTCATTAGGCACCCCAGGCTTTACACTT]

5170 5180 5190 5200

TATGCTTCCGGCTCGTATAATGTGTGGAATTGTGAGCG

G0262186-1.

seq(1>5438)

- |

TATGCTTCCGGCTCGTATAATGTGTGGAATTGTGAGCQ

5210 5220 5230 5240

GATAACAATTTCACACAGGAAACAGGATCGATCCATCG

G0262186-1.

seq(1>5438)

- |

GATAACAATTTCACACAGGAAACAGGATCGATCCATCQ

5250 5260 5270 5280

ATGAGCTTACTCCCCATCCCCCTGTTGACAATTAATCA

G0262186-1.

seq(1>5438)

ATGAGCTTACTCCCCATCCCCCTGTTGACAATTAATCH
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5290 5300 5310 532(

TCGGCTCGTATAATGTGTGGAATTGTGAGCGGATAACA

G0262186-1.seq(1>5438) —> | TCGGCTCGTATAATGTGTGGAATTGTGAGCGGATAACH
| 5390 | 53&0 | 5%50 |
ATTTCACACAGGAAACAGGATCAGCTTACTCCCCATCC
G0262186-1.seq(1>5438) —> | ATTTCACACAGGAAACAGGATCAGCTTACTCCCCATC(
5%60 | 5%70 | 5%80 | 5%90 |
CCCTGTTGACAATTAATCATCGGCTCGTATAATGTGTG
G0262186-1.seqg(1>5438) —> | CCCTGTTGACAATTAATCATCGGCTCGTATAATGTGT(
5490 | 54}0 | 5430 | 54FO
GAATTGTGAGCGGATAACAATTTCACACAGGAAACAGG
G0262186-1.seq(1>5438) —> | GAATTGTGAGCGGATAACAATTTCACACAGGAAACAGH
IIII
ATCC
G0262186-1.seq(1>5438) —> | ATC



