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10 20 30 40 50 60 70

TCAATATTGGCCATTAGCCATATTATTCATTGGTTATATAGCATAAATCAATATTGGCTATTGGCCATTGCATACGT

G0261005-1.seq(1>5545)

—> [ TCAATATTGGCCATTAGCCATATTATTCATTGGT TATATAGCATAAATCAATATTGGCTATTGGCCATTGCATACGT]

80 90 100 110 120 130 140 150

TGTATCTATATCATAATATGTACATTTATATTGGCTCATGTCCAATATGACCGCCATGTTGGCATTGATTATTGACT

G0261005-1.seq(1>5545)

—> [ TGTATCTATATCATAATATGTACATTTATATTGGCTCATGTCCAATATGACCGCCATGT TGGCATTGATTATTGACT]

160 170 180 190 200 210 220 230

AGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAACTTACGGT

G0261005-1.seq(1>5545)

—> [ AGTTATTAATAGTAATCAATTACGGGGTCATTAGT TCATAGCCCATATATGGAGTTCCGCGT TACATAACT TACGGT]

240 250 260 270 280 290 300

AAATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCATAGTAACGC

G0261005-1.seq(1>5545)

—> [ AAATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATGT TCCCATAGTAACG(

310 320 330 340 350 360 370 380

CAATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGTAAACTGCCCACTTGGCAGTACATCAAGTGTAT

G0261005-1.seq(1>5545)

—> [ CAATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATT TACGGTAAACTGCCCACT TGGCAGTACATCAAGTGTAT]

390 400 410 420 430 440 450 460

CATATGCCAAGTCCGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTACATGACCTT

60261005-1.seq(1>5545)

—> [ CATATGCCAAGTCCGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTACATGACCT|

470 480 490 500 510 520 530

ACGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACA

60261005-1.seq(1>5545)

—> | ACGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACA

540 550 560 570 580 590 600 610

CCAATGGGCGTGGATAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGCGAGTTTGTTT

G0261005-1.seq(1>5545)

—> [ CCAATGGGCGTGGATAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTGIT]|
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620 630 640 650 660 670 680 690

TGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAACTGCGATCGCCCGCCCCGTTGACGCAAATGGGCGGT

G0261005-1.seq(1>5545)

—> [ TGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAACTGCGATCGCCCGCCCCGT TGACGCAAATGGGCGGT]

700 710 720 730 740 750 760 770

AGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTCGTTTAGTGAACCGTCAGATCACTAGAAGCTTTATTGCGGT

G0261005-1.seq(1>5545)

B12-D38054-G0261005-1_N-5.

—> [ AGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTCGTTTAGTGAACCGTCAGATCACTAGAAGCTTTATTGCGG
abl(1>785)— TTTATTGCGG

780 790 800 810 820 830 840

AGTTTATCACAGTTAAATTGCTAACGCAGTCAGTGCTTCTGACACAACAGTCTCGAACTTAAGCTGCAGTGACTCTC

G0261005-1.seq(1>5545)

B12-D38054-G0261005-1_N-5.

—> | AGTTTATCACAGTTAAATTGCTAACGCAGTCAGTGCTTCTGACACAACAGTCTCGAACTTAAGCTGCAGTGACTCT
abl1(1>785)—> | AGTTTATCACAGTTAAATTGCTAACGCAGTCAGTGCTTCTGACACAACAGTCTCGAACTTAAGCTGCAGTGACTCT

850 860 870 880 890 900 910 920

TTAAGGTAGCCTTGCAGAAGTTGGTCGTGAGGCACTGGGCAGGTAAGTATCAAGGTTACAAGACAGGTTTAAGGAGA

G0261005-1.seq(1>5545)

B12-D38054-G0261005-1_N-5.

—> | TTAAGGTAGCCTTGCAGAAGTTGGTCGTGAGGCACTGGGCAGGTAAGTATCAAGGT TACAAGACAGGTTTAAGGAG
ab1(1>785)—> | TTAAGGTAGCCTTGCAGAAGTTGGTCGTGAGGCACTGGGCAGGTAAGTATCAAGGTTACAAGACAGGTTTAAGGAG

930 940 950 960 970 980 990 1000

CCAATAGAAACTGGGCTTGTCGAGACAGAGAAGACTCTTGCGTTTCTGATAGGCACCTATTGGTCTTACTGACATCC

G0261005-1.seq(1>5545)

B12-D38054-G0261005-1_N-5.

—> | CCAATAGAAACTGGGCTTGTCGAGACAGAGAAGACTCTTGCGTTTCTGATAGGCACCTATTGGTCTTACTGACATC
ab1(1>785)—> | CCAATAGAAACTGGGCTTGTCGAGACAGAGAAGACTCTTGCGTTTCTGATAGGCACCTATTGGTCTTACTGACATC

1010 1020 1030 1040 1050 1060 1070

ACTTTGCCTTTCTCTCCACAGGTGTCCACTCCCAGTTCAATTACAGCTCTTAAGGCTAGAGTACTTAATACGACTCA

G0261005-1.seq(1>5545)

B12-D38054-G0261005-1_N-5.

—> | ACTTTGCCTTTCTCTCCACAGGTGTCCACTCCCAGTTCAATTACAGCTCTTAAGGCTAGAGTACTTAATACGACTCA
ab1(1>785)—> | ACTTTGCCTTTCTCTCCACAGGTGTCCACTCCCAGTTCAATTACAGCTCTTAAGGCTAGAGTACTTAATACGACTCA

1080 1090 1100 1110 1120 1130 1140 1150

CTATAGGCTAGCCTCGAGAATTCACGCGTGGTACCTCTAGAGTCGACCCGGGCGGCCGCTTCCCTTTAGTGAGGGTT

G0261005-1.seq(1>5545)

B12-D38054-G0261005-1_N-5.

—> | CTATAGGCTAGCCTCGAGAATTCACGCGTGGTACCTCTAGAGTCGACCCGGGCGGCCGCTTCCCTTTAGTGAGGGT
ab1(1>785)—> | CTATAGGCTAGCCTCGAGAATTCACGCGTGGTACCTCTAGAGTCGACCCGGGCGGCCGCTTCCCTTTAGTGAGGGT
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1160 1170 1180 1190 1200 1210 1220 1230

AATGCTTCGAGCAGACATGATAAGATACATTGATGAGT TTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCT

G0261005-1.seq(1>5545)

B12-D38054-G0261005-1_N-5.

—> | AATGCTTCGAGCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGC
ab1(1>785)— | AATGCTTCGAGCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGC

1240 1250 1260 1270 1280 1290 1300

TTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAAT

G0261005-1.seq(1>5545)

B12-D38054-G0261005-1_N-5.

—> | TTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAA
abl1(1>785)—> | TTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAA

1310 1320 1330 1340 1350 1360 1370 1380

TGCATTCATTTTATGTTTCAGGTTCAGGGGGAGATGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGG

G0261005-1.seq(1>5545)
B12-D38054-G0261005-1_N-5

—> | TGCATTCATTTTATGTTTCAGGTTCAGGGGGAGATGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTG
.ab1(1>785)—> | TGCATTCATTTTATGTTTCAGGTTCAGGGGGAGATGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTG

1390 1400 1410 1420 1430 1440 1450 1460

TAAAATCCGATAAGGATCGATCCGGGCTGGCGTAATAGCGAAGAGGCCCGCACCGCATCGCCCTTCCCAACAGTTGCG

60261005-1.seq(1>5545)

B12-D38054-G0261005-1_N-5.

—> | TAAAATCCGATAAGGATCGATCCGGGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGC
abl1(1>785)—> | TAAAATCCGATAAGGATCGATCCGGGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGC

1470 1480 1490 1500 1510 1520 1530 154C

CAGCCTGAATGGCGAATGGACGCGCCCTGTAGCGGCGCATTAAGCGCGGCGGGTGTGGTGGTTACGCGCAGCGTGAC

60261005-1.seq(1>5545)

B12-D38054-G0261005-1_N-5.

—> | CAGCCTGAATGGCGAATGGACGCGCCCTGTAGCGGCGCATTAAGCGCGGCGGGTGTGGTGGTTACGCGCAGCGTGA!
abl1(1>785)—> | CAGCCTGAATGGCGAATGGACGCGCCCTGTAGCGGCGCATTAAGCGCGGCGGGTGTGGTGGTTACGCGCAGCGTGA

1550 1560 1570 1580 1590 1600 1610

CGCTACACTTGCCAGCGCCCTAGCGCCCGCTCCTTTCGCTTTCTTCCCTTCCTTTCTCGCCACGTTCGCCGGCTTTC

60261005-1.seq(1>5545)

B12-D38054-G0261005-1_N-5.

—> [ CGCTACACTTGCCAGCGCCCTAGCGCCCGCTCCTTTCGCTTTCTTCCCTTCCTTTCTCGCCACGT TCGCCGGLTTT
ab1(1>785)—> | CGCT q

1620 1630 1640 1650 1660 1670 1680 1690

CCCGTCAAGCTCTAAATCGGGGGCTCCCTTTAGGGTTCCGATTTAGAGCTTTACGGCACCTCGACCGCAAAAAACTT

60261005-1.seq(1>5545)

—> [ CCCGTCAAGCTCTAAATCGGGGGCTCCCTTTAGGGTTCCGATTTAGAGCTT TACGGCACCTCGACCGCAAAAAACT|
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1700 1710 1720 1730 1740 1750 1760 1770

GATTTGGGTGATGGTTCACGTAGTGGGCCATCGCCCTGATAGACGGTTTTTCGCCCTTTGACGTTGGAGTCCACGTT

G0261005-1.

seq(1>5545)

—> [ GATTTGGGTGATGGT TCACGTAGTGGGCCATCGCCCTGATAGACGGTTTTTCGCCCTTTGACGTTGGAGTCCACGT|

1780 1790 1800 1810 1820 1830 1840

CTTTAATAGTGGACTCTTGTTCCAAACTGGAACAACACTCAACCCTATCTCGGTCTATTCTTTTGATTTATAAGGGA

G0261005-1.

seq(1>5545)

—> | CTTTAATAGTGGACTCTTGTTCCAAACTGGAACAACACTCAACCCTATCTCGGTCTATTCTTTTGATTTATAAGGGA

1850 1860 1870 1880 1890 1900 1910 1920

ITTTGCCGATTTCGGCCTATTGGTTAAAAAATGAGCTGATTTAACAAATATTTAACGCGAATTTTAACAAAATATTA

G0261005-1.

seq(1>5545)

—> [ TTTTGCCGATTTCGGCCTATTGGTTAAAAAATGAGCTGATTTAACAAATATTTAACGCGAATTTTAACAAAATATTA

1930 1940 1950 1960 1970 1980 1990 2000

ACGTTTACAATTTCGCCTGATGCGGTATTTTCTCCTTACGCATCTGTGCGGTATTTCACACCGCATACGCGGATCTG

G0261005-1

.seq(1>5545)

—> [ ACGTTTACAATTTCGCCTGATGCGGTATTTTCTCCTTACGCATCTGTGCGGTATTTCACACCGCATACGCGGATCT(

2010 2020 2030 2040 2050 2060 2070

CGCAGCACCATGGCCTGAAATAACCTCTGAAAGAGGAACTTGGTTAGGTACCTTCTGAGGCGGAAAGAACCAGCTGT

G0261005-1.

seq(1>5545)

—> | CGCAGCACCATGGCCTGAAATAACCTCTGAAAGAGGAACTTGGTTAGGTACCT TCTGAGGCGGAAAGAACCAGCTGT]

2080 2090 2100 2110 2120 2130 2140 2150

GGAATGTGTGTCAGTTAGGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAAT

G0261005-1.

seq(1>5545)

—> [ GGAATGTGTGTCAGT TAGGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAAT

2160 2170 2180 2190 2200 2210 2220 2230

TAGTCAGCAACCAGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTC

G0261005-1

.seq(1>5545)

—> [ TAGTCAGCAACCAGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGT(

2240 2250 2260 2270 2280 2290 2300 231C

AGCAACCATAGTCCCGCCCCTAACTCCGCCCATCCCGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCGCCCCATG

G0261005-1.

seq(1>5545)

—> [ AGCAACCATAGTCCCGCCCCTAACTCCGCCCATCCCGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCGCCCCATAE
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2320 2330 2340 2350 2360 2370 2380

GCTGACTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGGC

G0261005-1.

seq(1>5545)

—> [ GCTGACTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGG(

2390 2400 2410 2420 2430 2440 2450 2460

TTTTTTGGAGGCCTAGGCTTTTGCAAAAAGCTTGCCACAACCCGGGATCCACCGGTCGCCACCATGGTGAGCAAGGG

G0261005-1.

seq(1>5545)

—> | TTTTTTGGAGGCCTAGGCTTTTGCAAAAAGCTTGCCACAACCCGGGATCCACCGGTCGCCACCATGGTGAGCAAGG

2470 2480 2490 2500 2510 2520 2530 2540

CGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGTTCAGCGTGT

G0261005-1.

seq(1>5545)

—> [ CGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGT TCAGCGTGT]

2550 2560 2570 2580 2590 2600 2610

CCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTG

G0261005-1.

seq(1>5545)

—> [ CCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGT TCATCTGCACCACCGGCAAGCTGCCCGT(J

2620 2630 2640 2650 2660 2670 2680 2690

CCCTGGCCCACCCTCGTGACCACCCTGACCTACGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATGAAGCAGCA

G0261005-1.

seq(1>5545)

—> | CCCTGGCCCACCCTCGTGACCACCCTGACCTACGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATGAAGCAGCA

2700 2710 2720 2730 2740 2750 2760 2770

CGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACA

G0261005-1.

seq(1>5545)

—> [ CGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAH

2780 2790 2800 2810 2820 2830 2840

AGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAG

G0261005-1.

seq(1>5545)

—> [ AGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAG

2850 2860 2870 2880 2890 2900 2910 2920

GACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAA

G0261005-1.

seq(1>5545)

—> [ GACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAA
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2930 2940 2950 2960 2970 2980 2990 3000

GAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGC

G0261005-1.

seq(1>5545)

—> [ GAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAG(

3010 3020 3030 3040 3050 3060 3070 308C

AGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCACCCAGTCCGCCCTGAGCAAA

G0261005-1.

seq(1>5545)

—> | AGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCACCCAGTCCGCCCTGAGCAAA

3090 3100 3110 3120 3130 3140 3150

GACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGA

G0261005-1.

seq(1>5545)

—> | GACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGT TCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGA

3160 3170 3180 3190 3200 3210 3220 3230

GCTGTACAAGTAAAGCGGCCCTAGAGCTCGCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTT

G0261005-1

.seq(1>5545)

—> [ GCTGTACAAGTAAAGCGGCCCTAGAGCTCGCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGI T

3240 3250 3260 3270 3280 3290 3300 3310

GCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCCTAATAAAATGAGGAAATTGCA

G0261005-1.

seq(1>5545)

—> [ GCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCCTAATAAAATGAGGAAATTGCA

3320 3330 3340 3350 3360 3370 3380

TCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGGAAGA

G0261005-1.

seq(1>5545)

—> [ TCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGAT TGGGAAGA

3390 3400 3410 3420 3430 3440 3450 3460

CAATAGCAGGCATGCTGGGGATGCGGTGGGCTCTATGGCTTCTGAGGCGGAAAGAACCAGCTGGGGCAGATCCGCGT

G0261005-1

.seq(1>5545)

—> [ CAATAGCAGGCATGCTGGGGATGCGGTGGGCTCTATGGCT TCTGAGGCGGAAAGAACCAGCTGGGGCAGATCCGCGT]

3470 3480 3490 3500 3510 3520 3530 3540

ATGGTGCACTCTCAGTACAATCTGCTCTGATGCCGCATAGTTAAGCCAGCCCCGACACCCGCCAACACCCGCTGACG

G0261005-1.

seq(1>5545)

—> [ ATGGTGCACTCTCAGTACAATCTGCTCTGATGCCGCATAGTTAAGCCAGCCCCGACACCCGCCAACACCCGCTGACH
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3550 3560 3570 3580 3590 3600 3610

CGCCCTGACGGGCTTGTCTGCTCCCGGCATCCGCTTACAGACAAGCTGTGACCGTCTCCGGGAGCTGCATGTGTCAG

G0261005-1.

seq(1>5545)

— [ CGCCCTGACGGGCTTGTCTGCTCCCGGCATCCGCTTACAGACAAGCTGTGACCGTCTCCGGGAGCTGCATGTGTCAG

3620 3630 3640 3650 3660 3670 3680 3690

AGGTTTTCACCGTCATCACCGAAACGCGCGAGACGCAAAGGGCCTCGTGATACGCCTATTTTTATAGGTTAATGTCAT

G0261005-1.

seq(1>5545)

—> [ AGGTTTTCACCGTCATCACCGAAACGCGCGAGACGAAAGGGCCTCGTGATACGCCTATTTTTATAGGTTAATGTCAT

3700 3710 3720 3730 3740 3750 3760 3770

GATAATAATGGTTTCTTAGACGTCAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATTTTTCT

G0261005-1.

seq(1>5545)

—> [ GATAATAATGGTTTCTTAGACGTCAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGITTATITIICH

3780 3790 3800 3810 3820 3830 3840 385C

AAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAAGAGT

G0261005-1

.seq(1>5545)

—> [ AAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATAT TGAAAAAGGAAGAGT]

3860 3870 3880 3890 3900 3910 3920

ATGAGTATTCAACATTTCCGTGTCGCCCTTATTCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTTTGCTCACCCAGA

G0261005-1.

seq(1>5545)

—> [ ATGAGTATTCAACATTTCCGTGTCGCCCTTATTCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTTTGCTCACCCAGA

3930 3940 3950 3960 3970 3980 3990 4000

AACGCTGGTGAAAGTAAAAGATGCTGAAGATCAGTTGGGTGCACGAGTGGGTTACATCGAACTGGATCTCAACAGCG

G0261005-1.

seq(1>5545)

—> [ AACGCTGGTGAAAGTAAAAGATGCTGAAGATCAGT TGGGTGCACGAGTGGGTTACATCGAACTGGATCTCAACAGCAH

4010 4020 4030 4040 4050 4060 4070 4080

GTAAGATCCTTGAGAGTTTTCGCCCCGAAGAACGTTTTCCAATGATGAGCACTTTTAAAGTTCTGCTATGTGGCGCG

G0261005-1

.seq(1>5545)

—> [ GTAAGATCCTTGAGAGTTTTCGCCCCGAAGAACGTTTTCCAATGATGAGCACTTTTAAAGTTCTGCTATGTGGCGCE

4090 4100 4110 4120 4130 4140 4150

GTATTATCCCGTATTGACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCAGAATGACTTGGTTGAGTA

G0261005-1.

seq(1>5545)

—> [ GTATTATCCCGTATTGACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCAGAATGACTIGGT TGAGTA
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4160 4170 4180 4190 4200 4210 4220 4230

CTCACCAGTCACAGAAAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCATAACCATGAGTG

G0261005-1.

seq(1>5545)

—> [ CTCACCAGTCACAGAAAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCATAACCATGAGTQ

4240 4250 4260 4270 4280 4290 4300 4310

ATAACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGCTAACCGCTTTTTTGCACAACATGGGG

G0261005-1.

seq(1>5545)

—> [ ATAACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGCTAACCGCTTTTTTGCACAACATGGGE

4320 4330 4340 4350 4360 4370 4380

GATCATGTAACTCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACCAAACGACGAGCGTGACACCACGAT

G0261005-1.

seq(1>5545)

—> [ GATCATGTAACTCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACCAAACGACGAGCGTGACACCACGAT]

4390 4400 4410 4420 4430 4440 4450 4460

GCCTGTAGCAATGGCAACAACGTTGCGCAAACTATTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAACAATTAA

G0261005-1

.seq(1>5545)

—> [ GCCTGTAGCAATGGCAACAACGT TGCGCAAACTATTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAACAATTAA

4470 4480 4490 4500 4510 4520 4530 4540

TAGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGCCCTTCCGGCTGGCTGGTTTATTGCTGAT

G0261005-1.

seq(1>5545)

—> [ TAGACTGGATGGAGGCGGATAAAGT TGCAGGACCACTTCTGCGCTCGGCCCTTCCGGCTGGCTGGTTTATTGCTGAT]

4550 4560 4570 4580 4590 4600 4610 462C

AAATCTGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTATCGT

G0261005-1.

seq(1>5545)

—> [ AAATCTGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTATCGT

4630 4640 4650 4660 4670 4680 4690

AGTTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGAAATAGACAGATCGCTGAGATAGGTGCCTCACTGA

G0261005-1

.seq(1>5545)

—> [ AGTTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGAAATAGACAGATCGCTGAGATAGGTGCCTCACTGA

4700 4710 4720 4730 4740 4750 4760 4770

TTAAGCATTGGTAACTGTCAGACCAAGTTTACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAA

G0261005-1.

seq(1>5545)

—> [ TTAAGCATTGGTAACTGTCAGACCAAGT T TACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAA
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4780 4790 4800 4810 4820 4830 4840 4850

AGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTC

G0261005-1.

seq(1>5545)

—> [ AGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGT(

4860 4870 4880 4890 4900 4910 4920

AGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAA

G0261005-1.

seq(1>5545)

—> | AGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAA

4930 4940 4950 4960 4970 4980 4990 5000

AACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGC

G0261005-1.

seq(1>5545)

—> [ AACCACCGCTACCAGCGGTGGTTTGT T TGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAG(

5010 5020 5030 5040 5050 5060 5070 5080

AGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCC

G0261005-1

.seq(1>5545)

—> [ AGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGT TAGGCCACCACTTCAAGAACTCTGTAGCACCGC(

5090 5100 5110 5120 5130 5140 5150

TACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACT

G0261005-1.

seq(1>5545)

—> | TACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACT]

5160 5170 5180 5190 5200 5210 5220 5230

CAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGA

G0261005-1.

seq(1>5545)

—> [ CAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCT TGGAGCGA

5240 5250 5260 5270 5280 5290 5300 5310

ACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCT TCCCGAAGGGAGAAAGGCGGA

G0261005-1

.seq(1>5545)

—> | ACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGA

5320 5330 5340 5350 5360 5370 5380 539C

CAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTT

G0261005-1.

seq(1>5545)

—> [ CAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCT TCCAGGGGGAAACGCCTGGTATCT T
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5400 5410 5420 5430 5440 5450 5460

ATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGG

G0261005-1.seq(1>5545)

ATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGQ

5470 5480 5490 5500 5510 5520 5530 5540

AAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGGCTCGACAGATCT

G0261005-1.seq(1>5545)

—> [ AAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGGCTCGACAGATCT]




