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20 30

CACCTAAATTGTAAGCGTTAATATTTTGTT

G0271087-1.

seq (1>2958)

CACCTAAATTGTAAGCGTTAATATTTTGTﬂ

40 50 60

AAAATTCGCGTTAAATTTTTGTTAAATCAG

G0271087-1.

seq(1>2958)

AAAATTCGCGTTAAATTTTTGTTAAATCAQ

90

CTCATTTTTTAACCAATAGGCCGAAATCGG

G0271087-1.

seq(1>2958)

CTCATTTTTTAACCAATAGGCCGAAATCGq

100 110 120

CAAAATCCCTTATAAATCAAAAGAATAGAC

G0271087-1

.seq (1>2958)

CAAAATCCCTTATAAATCAAAAGAATAGAQ

130 140 150

CGAGATAGGGTTGAGTGTTGTTCCAGTTTG

G0271087-1.

seq(1>2958)

CGAGATAGGGTTGAGTGTTGTTCCAGTTTq

160 170 180

GAACAAGAGTCCACTATTAAAGAACGTGGA

G0271087-1.

seq(1>2958)

GAACAAGAGTCCACTATTAAAGAACGTGGN

190 200 21C

CTCCAACGTCAAAGGGCGAAAAACCGTCTA

G0271087-1.

seq(1>2958)

CTCCAACGTCAAAGGGCGAAAAACCGTCTH

220 230 24C

TCAGGGCGATGGCCCACTACGTGAACCATC

G0271087-1

.seq (1>2958)

TCAGGGCGATGGCCCACTACGTGAACCAT(

250 260 27C

ACCCTAATCAAGTTTTTTGGGGTCGAGGTG

G0271087-1.

seq(1>2958)

ACCCTAATCAAGTTTTTTGGGGTCGAGGTG

280 290 30C

CCGTAAAGCACTAAATCGGAACCCTAAAGG

G0271087-1.

seq(1>2958)

CCGTAAAGCACTAAATCGGAACCCTAAAGq

310 320 33C

GAGCCCCCGATTTAGAGCTTGACGGGGAAA

G0271087-1.

seq(1>2958)

GAGCCCCCGATTTAGAGCTTGACGGGGAAN

340 350 36C

GCCGGCGAACGTGGCGAGAAAGGAAGGGAA

G0271087-1

.seq (1>2958)

GCCGGCGAACGTGGCGAGAAAGGAAGGGAA
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370 380 39C

GAAAGCGAAAGGAGCGGGCGCTAGGGCGCT

G0271087-1.

seq (1>2958)

GAAAGCGAAAGGAGCGGGCGCTAGGGCGCT]

400 410 42C

GGCAAGTGTAGCGGTCACGCTGCGCGTAAC

G0271087-1.

seq(1>2958)

GGCAAGTGTAGCGGTCACGCTGCGCGTAAJ

430 440 450

CACCACACCCGCCGCGCTTAATGCGCCGCT

G0271087-1.

seq(1>2958)

CACCACACCCGCCGCGCTTAATGCGCCGCT

460 470 480

ACAGGGCGCGTCCCATTCGCCATTCAGGCT

G0271087-1.

seq(1>2958)

ACAGGGCGCGTCCCATTCGCCATTCAGGCT]

490 500 51C

GCGCAACTGTTGGGAAGGGCGATCGGTGCG

G0271087-1.

seq(1>2958)

GCGCAACTGTTGGGAAGGGCGATCGGTGCY

520 530 54C

GGCCTCTTCGCTATTACGCCAGCTGGCGAA

G0271087-1.

seq(1>2958)

GGCCTCTTCGCTATTACGCCAGCTGGCGAN

550 560 57C

AGGGGGATGTGCTGCAAGGCGATTAAGTTG

G0271087-1.

seq(1>2958)

AGGGGGATGTGCTGCAAGGCGATTAAGTT(

580 590 600

GGTAACGCCAGGGTTTTCCCAGTCACGACG

G0271087-1.

seq(1>2958)

GGTAACGCCAGGGTTTTCCCAGTCACGACH

610 620 630

TTGTAAAACGACGGCCAGTGAATTGTAATA

G0271087-1.

seq(1>2958)

TTGTAAAACGACGGCCAGTGAATTGTAATN

640 650 660

CGACTCACTATAGGGCGAATTGGGTACCGG

G0271087-1.

seq(1>2958)

CGACTCACTATAGGGCGAATTGGGTACCGQ

670 680 690

GCCCCCCCTCGAGGTCGACGGTATCGATAA

G0271087-1.

seq(1>2958)

GCCCCCCCTCGAGGTCGACGGTATCGATAN

700 710 720

GCTTGATATCGAATTCCTGCAGCCCGGGGG

G0271087-1.

seq(1>2958)

GCTTGATATCGAATTCCTGCAGCCCGGGGY
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730 740 750

ATCCACTAGTTCTAGAGCGGCCGCCACCGC

G0271087-1.

seq (1>2958)

ATCCACTAGTTCTAGAGCGGCCGCCACCG(

760 770 780

GGTGGAGCTCCAGCTTTTGTTCCCTTTAGT

G0271087-1.

seq(1>2958)

GGTGGAGCTCCAGCTTTTGTTCCCTTTAGT]

790 800 810

GAGGGTTAATTTCGAGCTTGGCGTAATCAT

G0271087-1.

seq(1>2958)

GAGGGTTAATTTCGAGCTTGGCGTAATCAﬂ

820 830 840

GGTCATAGCTGTTTCCTGTGTGAAATTGTT

G0271087-1

.seq (1>2958)

GGTCATAGCTGTTTCCTGTGTGAAATTGTﬂ

850 860 870

ATCCGCTCACAATTCCACACAACATACGAG

G0271087-1.

seq(1>2958)

ATCCGCTCACAATTCCACACAACATACGAG

880 890 900

CCGGAAGCATAAAGTGTAAAGCCTGGGGTG

G0271087-1.

seq(1>2958)

CCGGAAGCATAAAGTGTAAAGCCTGGGGTQ

910 920 930

CCTAATGAGTGAGCTAACTCACATTAATTG

G0271087-1.

seq(1>2958)

CCTAATGAGTGAGCTAACTCACATTAATTq

940 950 960

CGTTGCGCTCACTGCCCGCTTTCCAGTCGG

G0271087-1

.seq (1>2958)

CGTTGCGCTCACTGCCCGCTTTCCAGTCGY

970 980 990

GAAACCTGTCGTGCCAGCTGCATTAATGAA

G0271087-1.

seq(1>2958)

GAAACCTGTCGTGCCAGCTGCATTAATGAN

1000 1010 102

TCGGCCAACGCGCGGGGAGAGGCGGTTTGC

G0271087-1.

seq(1>2958)

TCGGCCAACGCGCGGGGAGAGGCGGTTTGJ

1030 1040 105

GTATTGGGCGCTCTTCCGCTTCCTCGCTCA

G0271087-1.

seq(1>2958)

GTATTGGGCGCTCTTCCGCTTCCTCGCTCH

1060 1070 108

CTGACTCGCTGCGCTCGGTCGTTCGGCTGC

G0271087-1.

seq(1>2958)

CTGACTCGCTGCGCTCGGTCGTTCGGCTG(
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1090 1100 111

GGCGAGCGGTATCAGCTCACTCAAAGGCGG

G0271087-1.

seq (1>2958)

GGCGAGCGGTATCAGCTCACTCAAAGGCGQ

1120 1130 114

TAATACGGTTATCCACAGAATCAGGGGATA

G0271087-1.

seq(1>2958)

TAATACGGTTATCCACAGAATCAGGGGATN

1150 1160 117

ACGCAGGAAAGAACATGTGAGCAAAAGGCC

G0271087-1.

seq(1>2958)

ACGCAGGAAAGAACATGTGAGCAAAAGGC(

1180 1190 120

AGCAAAAGGCCAGGAACCGTAAAAAGGCCG

G0271087-1.

seq(1>2958)

AGCAAAAGGCCAGGAACCGTAAAAAGGCCH

1210 1220 123

CGTTGCTGGCGTTTTTCCATAGGCTCCGCC

G0271087-1.

seq(1>2958)

CGTTGCTGGCGTTTTTCCATAGGCTCCGCJ

1240 1250 126

CCCCTGACGAGCATCACAAAAATCGACGCT

G0271087-1.

seq(1>2958)

CCCCTGACGAGCATCACAAAAATCGACGCT]

1270 1280 129

CAAGTCAGAGGTGGCGAAACCCGACAGGAC

G0271087-1.

seq(1>2958)

CAAGTCAGAGGTGGCGAAACCCGACAGGA(

1300 1310 132

TATAAAGATACCAGGCGTTTCCCCCTGGAA

G0271087-1.

seq(1>2958)

TATAAAGATACCAGGCGTTTCCCCCTGGAA

1330 1340 135

GCTCCCTCGTGCGCTCTCCTGTTCCGACCC

G0271087-1.

seq(1>2958)

GCTCCCTCGTGCGCTCTCCTGTTCCGACC(

1360 1370 138

TGCCGCTTACCGGATACCTGTCCGCCTTTC

G0271087-1.

seq(1>2958)

TGCCGCTTACCGGATACCTGTCCGCCTTTJ

1390 1400 141

TCCCTTCGGGAAGCGTGGCGCTTTCTCATA

G0271087-1.

seq(1>2958)

TCCCTTCGGGAAGCGTGGCGCTTTCTCATA

1420 1430 144

GCTCACGCTGTAGGTATCTCAGTTCGGTGT

G0271087-1.

seq(1>2958)

GCTCACGCTGTAGGTATCTCAGTTCGGTGT
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1450 1460 147

AGGTCGTTCGCTCCAAGCTGGGCTGTGTGC

G0271087-1.

seq (1>2958)

AGGTCGTTCGCTCCAAGCTGGGCTGTGTG(

1480 1490 150

ACGAACCCCCCGTTCAGCCCGACCGCTGCG

G0271087-1.

seq(1>2958)

ACGAACCCCCCGTTCAGCCCGACCGCTGCY

1510 1520 153

CCTTATCCGGTAACTATCGTCTTGAGTCCA

G0271087-1.

seq(1>2958)

CCTTATCCGGTAACTATCGTCTTGAGTCCH

1540 1550 156

ACCCGGTAAGACACGACTTATCGCCACTGG

G0271087-1

.seq (1>2958)

ACCCGGTAAGACACGACTTATCGCCACTG(

1570 1580 159

CAGCAGCCACTGGTAACAGGATTAGCAGAG

G0271087-1.

seq(1>2958)

CAGCAGCCACTGGTAACAGGATTAGCAGAQ

1600 1610 162

CGAGGTATGTAGGCGGTGCTACAGAGTTCT

G0271087-1.

seq(1>2958)

CGAGGTATGTAGGCGGTGCTACAGAGTTCT]

1630 1640 165

TGAAGTGGTGGCCTAACTACGGCTACACTA

G0271087-1.

seq(1>2958)

TGAAGTGGTGGCCTAACTACGGCTACACTHY

1660 1670 168

GAAGGACAGTATTTGGTATCTGCGCTCTGC

G0271087-1

.seq (1>2958)

GAAGGACAGTATTTGGTATCTGCGCTCTG(

1690 1700 171

TGAAGCCAGTTACCTTCGGAAAAAGAGTTG

G0271087-1.

seq(1>2958)

TGAAGCCAGTTACCTTCGGAAAAAGAGTTG

1720 1730 174

GTAGCTCTTGATCCGGCAAACAAACCACCG

G0271087-1.

seq(1>2958)

GTAGCTCTTGATCCGGCAAACAAACCACCYH

1750 1760 177

CTGGTAGCGGTGGTTTTTTTGTTTGCAAGC

G0271087-1.

seq(1>2958)

CTGGTAGCGGTGGTTTTTTTGTTTGCAAGq

1780 1790 180

AGCAGATTACGCGCAGAAAAAAAGGATCTC

G0271087-1

.seq (1>2958)

AGCAGATTACGCGCAGAAAAAAAGGATCT(
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1810 1820 183

AAGAAGATCCTTTGATCTTTTCTACGGGGT

G0271087-1.

seq (1>2958)

AAGAAGATCCTTTGATCTTTTCTACGGGGﬂ

1840 1850 186

CTGACGCTCAGTGGAACGAAAACTCACGTT

G0271087-1.

seq(1>2958)

CTGACGCTCAGTGGAACGAAAACTCACGTT]

1870 1880 189

AAGGGATTTTGGTCATGAGATTATCAAAAA

G0271087-1.

seq(1>2958)

AAGGGATTTTGGTCATGAGATTATCAAAAN

1900 1910 192

GGATCTTCACCTAGATCCTTTTAAATTAAA

G0271087-1

.seq (1>2958)

GGATCTTCACCTAGATCCTTTTAAATTAAN

1930 1940 195

AATGAAGTTTTAAATCAATCTAAAGTATAT

G0271087-1.

seq(1>2958)

AATGAAGTTTTAAATCAATCTAAAGTATAﬂ

1960 1970 198

ATGAGTAAACTTGGTCTGACAGTTACCAAT

G0271087-1.

seq(1>2958)

ATGAGTAAACTTGGTCTGACAGTTACCAAﬂ

1990 2000 201

GCTTAATCAGTGAGGCACCTATCTCAGCGA

G0271087-1.

seq(1>2958)

GCTTAATCAGTGAGGCACCTATCTCAGCGH

2020 2030 204

TCTGTCTATTTCGTTCATCCATAGTTGCCT

G0271087-1

.seq (1>2958)

TCTGTCTATTTCGTTCATCCATAGTTGCCT

2050 2060 207

GACTCCCCGTCGTGTAGATAACTACGATAC

G0271087-1.

seq(1>2958)

GACTCCCCGTCGTGTAGATAACTACGATA(

2080 2090 210

GGGAGGGCTTACCATCTGGCCCCAGTGCTG

G0271087-1.

seq(1>2958)

GGGAGGGCTTACCATCTGGCCCCAGTGCTQ

2110 2120 213

CAATGATACCGCGAGACCCACGCTCACCGG

G0271087-1.

seq(1>2958)

CAATGATACCGCGAGACCCACGCTCACCGY

2140 2150 216

CTCCAGATTTATCAGCAATAAACCAGCCAG

G0271087-1

.seq (1>2958)

CTCCAGATTTATCAGCAATAAACCAGCCAG
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2170 2180 219

CCGGAAGGGCCGAGCGCAGAAGTGGTCCTG

G0271087-1.

seq (1>2958)

CCGGAAGGGCCGAGCGCAGAAGTGGTCCTQ

2200 2210 222

CAACTTTATCCGCCTCCATCCAGTCTATTA

G0271087-1.

seq(1>2958)

CAACTTTATCCGCCTCCATCCAGTCTATTN

2230 2240 225

ATTGTTGCCGGGAAGCTAGAGTAAGTAGTT

G0271087-1.

seq(1>2958)

ATTGTTGCCGGGAAGCTAGAGTAAGTAGTﬂ

2260 2270 228

CGCCAGTTAATAGTTTGCGCAACGTTGTTG

G0271087-1

.seq (1>2958)

CGCCAGTTAATAGTTTGCGCAACGTTGTTG

2290 2300 231

CCATTGCTACAGGCATCGTGGTGTCACGCT

G0271087-1.

seq(1>2958)

CCATTGCTACAGGCATCGTGGTGTCACGCT]

2320 2330 234

CGTCGTTTGGTATGGCTTCATTCAGCTCCG

G0271087-1.

seq(1>2958)

CGTCGTTTGGTATGGCTTCATTCAGCTCCY

2350 2360 237

GTTCCCAACGATCAAGGCGAGTTACATGAT

G0271087-1.

seq(1>2958)

GTTCCCAACGATCAAGGCGAGTTACATGAT]

2380 2390 240

CCCCCATGTTGTGCAAAAAAGCGGTTAGCT

G0271087-1

.seq (1>2958)

CCCCCATGTTGTGCAAAAAAGCGGTTAGCT

2410 2420 243

CCTTCGGTCCTCCGATCGTTGTCAGAAGTA

G0271087-1.

seq(1>2958)

CCTTCGGTCCTCCGATCGTTGTCAGAAGTA

2440 2450 246

AGTTGGCCGCAGTGTTATCACTCATGGTTA

G0271087-1.

seq(1>2958)

AGTTGGCCGCAGTGTTATCACTCATGGTTN

2470 2480 249

TGGCAGCACTGCATAATTCTCTTACTGTCA

G0271087-1.

seq(1>2958)

TGGCAGCACTGCATAATTCTCTTACTGTCN

2500 2510 252

TGCCATCCGTAAGATGCTTTTCTGTGACTG

G0271087-1

.seq (1>2958)

TGCCATCCGTAAGATGCTTTTCTGTGACT(
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2530 2540 255

GTGAGTACTCAACCAAGTCATTCTGAGAAT

G0271087-1.

seq (1>2958)

GTGAGTACTCAACCAAGTCATTCTGAGAAﬂ

2560 2570 258

AGTGTATGCGGCGACCGAGTTGCTCTTGCC

G0271087-1.

seq(1>2958)

AGTGTATGCGGCGACCGAGTTGCTCTTGC(

2590 2600 261

CGGCGTCAATACGGGATAATACCGCGCCAC

G0271087-1.

seq(1>2958)

CGGCGTCAATACGGGATAATACCGCGCCA(

2620 2630 264

ATAGCAGAACTTTAAAAGTGCTCATCATTG

G0271087-1

.seq (1>2958)

ATAGCAGAACTTTAAAAGTGCTCATCATTq

2650 2660 267

GAAAACGTTCTTCGGGGCGAAAACTCTCAA

G0271087-1.

seq(1>2958)

GAAAACGTTCTTCGGGGCGAAAACTCTCAN

2680 2690 270

GGATCTTACCGCTGTTGAGATCCAGTTCGA

G0271087-1.

seq(1>2958)

GGATCTTACCGCTGTTGAGATCCAGTTCGH

2710 2720 273

TGTAACCCACTCGTGCACCCAACTGATCTT

G0271087-1.

seq(1>2958)

TGTAACCCACTCGTGCACCCAACTGATCTT

2740 2750 276

CAGCATCTTTTACTTTCACCAGCGTTTCTG

G0271087-1

.seq (1>2958)

CAGCATCTTTTACTTTCACCAGCGTTTCT(

2770 2780 279

GGTGAGCAAAAACAGGAAGGCAAAATGCCG

G0271087-1.

seq(1>2958)

GGTGAGCAAAAACAGGAAGGCAAAATGCCd

2800 2810 282

CAAAAAAGGGAATAAGGGCGACACGGAAAT

G0271087-1.

seq(1>2958)

CAAAAAAGGGAATAAGGGCGACACGGAAAﬂ

2830 2840 285

GTTGAATACTCATACTCTTCCTTTTTCAAT

G0271087-1.

seq(1>2958)

GTTGAATACTCATACTCTTCCTTTTTCAAﬂ

2860 2870 288

ATTATTGAAGCATTTATCAGGGTTATTGTC

G0271087-1

.seq (1>2958)

ATTATTGAAGCATTTATCAGGGTTATTGT(
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2890

2900

291

TCATGAGCGGATACATATTTGAATGTATTT

G0271087-1.segq(1>2958) —> | TCATGAGCGGATACATATTTGAATGTATTT
Cl0-E59456-G0271087-1 PUC57-1.8K-SEQF.abl (1>798)—> GTATTT
| 29?0 | 29?0 | 29ﬁ
AGAAAAATAAACAAATAGGGGTTCCGCGCA
G0271087-1.segq(1>2958) —> | AGAAAAATAAACAAATAGGGGTTCCGCGCH
Cl0-E59456-G0271087-1 PUC57-1.8K-SEQF.abl (1>798)—> | AGAAaAATAAACAAATAGGGGTTCCGCGCA
| 29PO | 29FO | 297
CATTTCCCCGAAAAGTGCCACCTAAATTGT

G0271087-1.segq(1>2958) —> | CATTTCCCCGAAAAGTGC

Cl0-E59456-G0271087-1 PUCHT7-1.

8K-SEQF.

abl (1>798)—>

CATTTCCCCGAAAAGTGCCACCTAAATTGT

2980

2990

300

AAGCGTTAATATTTTGTTAAAATTCGCGTT

Cl0-E59456-G0271087-1 PUCHT7-1.

8K-SEQF.

abl (1>798)— |

AAGCGTTAATATTTTGTTAAAATTCGCGTﬂ

3010 3020 303

AAATTTTTGTTAAATCAGCTCATTTTTTAA

Cl0-E59456-G0271087-1 PUCHT7-1.

8K-SEQF.

abl (1>798)— |

AAATTTTTGTTAAATCAGCTCATTTTTTAN

3040 3050 306

CCAATAGGCCGAAATCGGCAAAATCCCTTA

Cl0-E59456-G0271087-1 PUC57-1.

8K-SEQF.

abl (1>798)— |

CCAATAGGCCGAAATCGGCAAAATCCCTTH

3070 3080 309

TAAATCAAAAGAATAGACCGAGATAGGGTT

Cl0-E59456-G0271087-1 PUC57-1

. 8K-SEQF.

abl (1>798)— |

TAAATCAAAAGAATAGACCGAGATAGGGTﬂ

3100

3110

312

GAGTGTTGTTCCAGTTTGGAACAAGAGTCC

Cl0-E59456-G0271087-1 PUCHT7-1.

8K-SEQF.

abl (1>798)— |

GAGTGTTGTTCCAGTTTGGAACAAGAGTCd

3130 3140 315

ACTATTAAAGAACGTGGACTCCAACGTCAA

Cl0-E59456-G0271087-1 PUCHT7-1.

8K-SEQF.

abl (1>798)— |

ACTATTAAAGAACGTGGACTCCAACGTCAN

3160 3170 318

AGGGCGAAAAACCGTCTATCAGGGCGATGG

Cl0-E59456-G0271087-1 PUC57-1.

8K-SEQF.

abl (1>798)—> |

AGGGCGAAAAACCGTCTATCAGGGCGATGY

3190 3200 321

CCCACTACGTGAACCATCACCCTAATCAAG

Cl0-E59456-G0271087-1 PUC57-1

. 8K-SEQF.

abl (1>798)— |

CCCACTACGTGAACCATCACCCTAATCAAG
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3220

3230

324

TTTTTTGGGGTCGAGGTGCCGTAAAGCACT

Cl0-E59456-G0271087-1 PUCHT7-1.

8K-SEQF.

abl (1>798)— |

TTTTTTGGGGTCGAGGTGCCGTAAAGCACT]

3250 3260 327

AAATCGGAACCCTAAAGGGAGCCCCCGATT

Cl0-E59456-G0271087-1 PUCHT7-1.

8K-SEQF.

abl (1>798)— |

AAATCGGAACCCTAAAGGGAGCCCCCGATT

3280 3290 330

TAGAGCTTGACGGGGAAAGCCGGCGAACGT

Cl0-E59456-G0271087-1 PUCHT7-1.

8K-SEQF.

abl (1>798)— |

TAGAGCTTGACGGGGAAAGCCGGCGAACGT]

3310 3320 333

GGCGAGAAAGGAAGGGAAGAAAGCGAAAGG

Cl0-E59456-G0271087-1 PUC57-1

. 8K-SEQF.

abl (1>798)— |

GGCGAGAAAGGAAGGGAAGAAAGCGAAAGY

3340

3350

336

AGCGGGCGCTAGGGCGCTGGCAAGTGTAGC

Cl0-E59456-G0271087-1 PUC57-1.

8K-SEQF.

abl (1>798)— |

AGCGGGCGCTAGGGCGCTGGCAAGTGTAG]

3370 3380 339

GGTCACGCTGCGCGTAACCACCACACCCGC

Cl0-E59456-G0271087-1 PUCHT7-1.

8K-SEQF.

abl (1>798)— |

GGTCACGCTGCGCGTAACCACCACACCCGJ

3400 3410 342

CGCGCTTAATGCGCCGCTACAGGGCGCGTC

Cl0-E59456-G0271087-1 PUCHT7-1.

8K-SEQF.

abl (1>798)— |

CGCGCTTAATGCGCCGCTACAGGGCGCGT(

3430 3440 345

CCATTCGCCATTCAGGCTGCGCAACTGTTG

Cl0-E59456-G0271087-1 PUC57-1

. 8K-SEQF.

abl (1>798)—> |

CCATTCGCCATTCAGGCTGCGCAACTGTT(

3460 3470 348

GGAAGGGCGATCGGTGCGGGCCTCTTCGCT

Cl0-E59456-G0271087-1 PUC57-1.

8K-SEQF.

abl (1>798)— |

GGAAGGGCGATCGGTGCGGGCCTCTTCGCT]

3490 3500 351

ATTACGCCAGCTGGCGAAAGGGGGATGTGC

Cl0-E59456-G0271087-1 PUCHT7-1.

8K-SEQF.

abl (1>798)— |

ATTACGCCAGCTGGCGAAAGGGGGATGTG(

3520 3530 354

TGCAAGGCGATTAAGTTGGGTAACGCCAGG

Cl0-E59456-G0271087-1 PUCHT7-1.

8K-SEQF.

abl (1>798)— |

TGCAAGGCGATTAAGTTGGGTAACGCCAGQ

3550 3560 357

GTTTTCCCAGTCACGACGTTGTAAAACGAC

Cl0-E59456-G0271087-1 PUC57-1

. 8K-SEQF.

abl (1>798)—> |

GTTTTCCCAGTCACGACGTTGTAAAACGA(
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3580

3590

360

GGCCAGTGAATTGTAATACGACTCACTATA

Cl0-E59456-G0271087-1 PUCHT7-1.

8K-SEQF.

abl (1>798)— |

GGCCAGTGAATTGTAATACGACTCACTATN

3610 3620 363

GGGCGAATTGGGTACCGGGCCCCCCCTCGA

Cl0-E59456-G0271087-1 PUCHT7-1.

8K-SEQF.

abl (1>798)— |

GGGCGAATTGGGTACCGGGCCCCCCCTCGH

3640 3650 366

GGTCGACGGTATCGATAAGCTTGATATCGA

Cl0-E59456-G0271087-1 PUCHT7-1.

8K-SEQF

.abl (1>798)— |

GGTCGACGGTATCGATAAGCTTGATATCGH

3670 3680 369

ATTCCTGCAGCCCGGGGGATCCACTAGTTC

Cl0-E59456-G0271087-1 PUC57-1.

8K-SEQF.

abl (1>798)— |

ATTCCTGCAGCCCGGGGGATCCACTAGTT(

3700

TAGAGCGGCCGC

Cl0-E59456-G0271087-1 PUC57-1.

8K-SEQF.

abl (1>798)— |

TAGAGCGGCCG(




